logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

1L AEILLIHRLIRYTL e b TR TS PR At LT

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLOQNTLMAAFLALSIIPLTIT,

MRLCPRESLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLOQNTLMAAFLALSIIPLTIT
N

ASEEOLELOTSYLROCAON AGRE FRELAS: A0 VAL e

ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ
ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ
PELr e e e rrrrrrrrrrrrrrrrrrnd

TS TSV OSSR LR LY YL TR

QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ

QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ
Prrr e e e rrrrrrrrrrrrrrrrrrrnd

JTL TRV WS LAl LSS5

DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM
DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM
DL e e rrrrrrrrrrrrrrnd

U LU ERSHANTLAL KR Tl A A L A

QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQITAAYAPINLKNIHWALVVELPEKEAFARVRQ

QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQITIAAYAPINLKNIHWALVVELPEKEAFARVRAQ
Prrr e e e rrrrrrrrrrrrrrrrrrrnd

ALY T LR ARERS LA TN SLAER B R

LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI
LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI
PELE b bbb b bbbttt

HELEIL IRACLCLALACERA T L A A [R5

KSQNKELESNLLITRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA
KSQNKELESNLLITRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA
DL e rrrrrrrrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

logo

NTDB id 1089387 ACLRDL RS04330 WP 175295302.

NTDB id 1143 A1552VC RS01965 WP 001883436.1
consensus

DL R ADKRADL ST Ll AR RS DRI WK

TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY
TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNATIKY
N

CEANVATYRNDTE S e LR UL SR L LS |

TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQNGAGLGLSISRQLIELMHGTLYVSSQPMYV|
TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV
PELE e e rrrrrrrrrrrrrrrrrrnd

TESHLAEE ARE rhR e B e LT AL T

GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLD ELPEQSNLPENEHGPLLL ADDEPVNLRVLDSFLRLEGYRVHTAQ
GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLD ELPEQSNLPENEHGPLLL ADDEPVNLRVLDSFLRLEGYRVHTAQ

RO ELLDL - S AT || LA EATR AR HE

DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA
DGHQVLEATKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA
N

AL S L CRE AR VL TR LELESH A1 W RN

ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ
ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ
Prrr e e e rrrrrrrrrrrrrrrrrrrnd

VL PAECL O SR L0 YW AL LY

LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY
LKRSNAEELTAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARTHNLETAVEALSSY
PLLE b e e e bbb et

A JYONHLEL EFTRLARA AL RAVER AN ERS N L AR

AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ

AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ
Pt et et rrrr e rrr et e rrrr e rrrrrrrnnd

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



\
logo TRH.DKY\.R E.H. KT RVRW\.NS\.DY \.EH KEA ERTH E QRDK\.QKH.TSE

\
NTDB id 1089387 ACLRDL RS04330 WP 175295302.1 [mANSNEGAR:ANNENSGEDATGNRAREINNARNRN:(6) QDN NN ANRAGIDVONAORRNGY 1177
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE ks

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrred

X non conserved
B similar
>50% conserved



