
logo MQKSALIVITF IL IL I FGC I
V IVCVVFHEYFGHLFFFAKKRSGI LVREFSAIGMGPKIYFAHQTAGKDGTLVYTIRMI LPLGGYVRMAGWGEDETTE IKT

NTDB id 1089273 ACLSIV RS00330 WP 167372341.1 MQSLVTFIIIFGIIVCVHEYGHLFFAKKSGILVREFSIGMGPKIYAHQAKDGTLYTIRMLPLGGYVRMAGWGEDETEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!**!!**!!**!!*!!*!!!!*!!!!!!!!*!!!!!!!*!!**!!!!*!!!!*!!!!!!!!!!!!!!!*!!!!!

logo GASPVASLTLDGVKQDNQGTKVTRR INLSDKRVQQVFDGQQTALPML
NVTAYDFLEKDAKLTITGELVNLGEVTVKTYAEVDHDATVIVEEDGTELR IAPLKDVQ

NTDB id 1089273 ACLSIV RS00330 WP 167372341.1 GAPVSLTLDVQNQTVTRINLSDKVQFGQALPMLVTAYDFEKALTITGEVNGEVVTYAVDHDATVVEEDGTELRIAPLDVQ 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKD.GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ 159
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKD.GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ 159
consensus !*!*!!!!*** **!*!!!!!!******!!!!*!!!!!*!**!!!!!*!*!!**!!*!!!!!!*!!!!!!!!!!!!*!!!

logo YQSNASLIPWGRMLMITNFAGPLMNNF I LGVVLAVFVI LIVLAFMVQGGVQDLTNSTNQL ITQVSADNHGNGLPAAYQQVASGLRKTGDKAVI EVTAVINGKVDPKI
V
S
TDWSDSL

NTDB id 1089273 ACLSIV RS00330 WP 167372341.1 YQSASLPGRMMTNFAGPLNNFILGVVAFVLVAFMQGGVQDLNTNQITVSDHNLPAYQAGLRTGDKVETVNGVPISDWSSL 240
NTDB id 323 STU RS10650 WP 011225396.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGG.AAQVSGLKTGDAIVAINKDKVTDWDSL 238
NTDB id 291 STER RS01205 WP 011680685.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGG.AAQVSGLKTGDAIVAINKDKVTDWDSL 238
consensus !!*!!**!!**!!!!!!*!!!!!!!**!***!!*!!!!!!**!!*!*!**** *!***!!*!!!*****!*****!!*!!
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NTDB id 1089273 ACLSIV RS00330 WP 167372341.1 SKQIGESDGKA.....IQ.....VKTDRKTLTITPKKQEKSYIIGITPFLKTGFVDKLTGGLKEAWTSAFAIINALKDLI 310
NTDB id 323 STU RS10650 WP 011225396.1 KEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI 318
NTDB id 291 STER RS01205 WP 011680685.1 KEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI 318
consensus *****!***!*******************!****!*****!!**!**!*!!!!**!!**!!***!!**!*!!***!!*!!
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NTDB id 1089273 ACLSIV RS00330 WP 167372341.1 LHPDINKLGGPVAMYRMSGDAAREGITTVIRFMALLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPMKQEYESIITLV 390
NTDB id 323 STU RS10650 WP 011225396.1 TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLA 398
NTDB id 291 STER RS01205 WP 011680685.1 TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLA 398
consensus *****!!!!!!!!!**!!**!***!*******!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!*!!*!!!*

logo GVGAI
VMVVLMIAVTWNDIWMRLAFRF

NTDB id 1089273 ACLSIV RS00330 WP 167372341.1 GVGIMVVLMIAVTWNDIWRLFR 412
NTDB id 323 STU RS10650 WP 011225396.1 GVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 GVAVMVVLMIAVTWNDIMRAFF 420
consensus !!**!!!!!!!!!!!!!*!*!*
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