
logo MF
MLDFLFLFLPNRCLHKCNKL I I ESPSDEL ILVCNWALCFKSHQIHNFTHYNYDFYFGGTKNGNDPFIKYEQKCVRVLAKFPVENKNATFYASLLMKQFYEKEKESLSQRDKI IHAELKYHR

NTDB id 1089258 ACL0VS RS04800 WP 101239520.1 MMLDLLFPNRCLHCNKIIEPDLLVCNLCFSQIHFTHYDYFTNNPIKEKCRLAFPVENTYALLQFEKESLSRKIIHELKYR 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!!*!! !! *! *!! ! !*!*!!* !* * !* ! !!! * !* *!! !! !!! !!!*
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VPLHPKKLQRERGYNQLHLVFTEKTLSAQLYQYGR IPFYDSHEYL ILKRNFNYSKAPQALKDQKLQ

NTDB id 1089258 ACL0VS RS04800 WP 101239520.1 GREKTGRVLAEWITDRLDFKDQKPDLMVSVPLHPKKLRERGYNQLHVFTETLSAYYGIPFDHELIKRNNYSKAQALKDKQ 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus !* !*!!!*!*** *! *! *!** *!!!!!! !!!!!!!!!*!! !!! !!* ! !*!!! !!!*!!!! !
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TFSLVDNEKKS IVESGKHI LL IDDVFYTTGNTMVSKSAIAVWE I
LLKGTGNGNNKQVS IVLVLMAI

MDEL
NTDB id 1089258 ACL0VS RS04800 WP 101239520.1 HRLESDKTFSLNKSVSGKHILLIDDVFTTGNTVSSIAWEILKTGNNKVSILVMAMDL 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! !!* * !!!!!!!!!!*!!!!!*! !!*!! ! !!*!!*!*!
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