
logo MRTAAGLML ILGAFLVAAGCLMLALLQRTFRLPAQLAPSPVFWGSWQLLPFAMLAFLGPVLATVCLLAMAGLVLRLRLGPAFRLPRLVPVMWARAPVLGAACFAFCLACFGFLAGVWSADCW
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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVW.QPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 MRTALLALAAGLLLLRFLPQLPPFGSLPFMFV.T.....GLVLLPFR.......WRALGCFLCGLAWACLSAHWALSDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAP.V.....GLLLLPFR.......WRPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 PTELDGRTFWLEGQVTGLPDVRDGVVRFELVDV.SSRHAGLPSRMRLAWYGG....................PMIQAGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGER 126
consensus * ***!******!*!**!!*******!!** ** *******!*!*!!*!!!* !*** !*!

logo WQRLTALAKRLKRPHRSSGMLMVNPGHSAGPFDGYEYAAWMLLADRDRVIRGAASTGYTVIYKTAGKERAIVRAEFNSALMGEADAGSGVGAELGRSNSVEGLRAWRADARVLRRQHRLMLTAAVDELPAEHQARGYR
NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 WRLAAKLKRPRGLVNPHPFDYEAWLLARRIGASGTIKAGERVAFS............EGNLAWRDRLRQRLMAVDAQ.GR 193
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAH.GR 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 SGAIAALVVGDDSGLSKSDWRILQDTGTVHLMVISGQHVGMLAGLLYSLVALL.......ARWGIWP..RRIDWLPCACG 264
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACG 264
consensus ***!*!!!!!! !!** *!!*****!!**!!**!!!*!**!*!!!*******! !!!***! !***** ***
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 LALFGALAYGWLAGFEVPVQRASVMVALVLLWRLRFRHLGVWLPLLVALDGVLLIDPLVSLQSGFWLSFLAVALLALVFR 344
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.E 478
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 .......GRLGSW.......DWWRALSRAQWCMALGLLPALLALGLPVSLSSPIANLFAVPLVSMLIVPLSLMGVSLLWL 410
NTDB id 1199 PSJM300 12650 AFN78592.1 .......GRLGVP.......SWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
consensus **** * **!** **!*****!!!!**!*!***!!*****!!**!*!**!****!!*!*!* !***
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 AGVGESLLWLAGGLLAFLFDTLQWLAGWQAAWLPASLPIWAWVLVALGTLLFLLPAGVP...FRALGLLLLAPLLFPPVN 487
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 KPAAGQAEIWVLDVGQGLAVLVRTREHALLYDAGPRYGDF.DIGERVVFPSLRTLGLTDLDLMLLSHADSDHAGGAMAIK 566
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 RLMPLARVLSGEPER.......LPASLGAEACRSGEHWEWEQVRFTLWRWSQ......AQDGNQSSCVLLVEAGGERLLL 633
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 TGDIDTLAEQALLASKLP..LGVRWLLVPHHGSRSSSSTAFIQAAGAEGALVSRSLHNAFGHPHPDVVQRLRASGARIFD 711
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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logo TDAAEHLTGAVLQSVLI EQRTLRGAGRDALFAEGGPVAIRTRAGRLMRSRADMRERPRYFWSRSEAKLEVAALAETTEPTGAQP
NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1089252 ACL0K2 RS20100 WP 413043291.1 TAELGALQIRLGR..FEPIRGLRAERRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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