
logo MGRATERLRTFLLSEGELQGQRR I LRLYHLYRLVATIGLVLVLL I SSDELEHDNDQLVLMKRLMI
V
H
NPAEALFHYHVGASWCLYL IVFLNI L IVALVFLLPQNPPSKRQRELLP I

V
F
L

NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 MGTERLTFLGLQGRRILRLYHLYRVAIGLVLVLLISSDLHNDLMRMINPAAFYHGAWLYLILNILIAVLLQNPKRELPVL 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !!! !! !!!!!!!!!!* !!!!!!!!!!!*!* ******! !**! !*!!* !!!*!* !**** !!*

logo

A
I LALLTDVLTLMLACAGLFYAFAGGGTVPSGIGNSLL IVVAVAIANI LLHRGR IGFLFVIAAAVAASLTGL ILYLTFFYLSLSDSPTADASTNSHQYVQAAGAGLG

NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 ALALLDVTLLAALFYFAGGTPSGIGNLLIVAVAIANILLHGRIGFFIAAVAATGLIYLTFYLSLSDTAASSQYVQAAALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !! *!**!!! *!! !!!!! !!*!!!!!!!!!!*!!!! !!! ! !!*!!!!*!!!! * !* *!!!!**!!

logo TLCFAAALLVI
VQAGLTVRRLQEQQVSTETLAEREQRAEETVANLEAELNALQI LQRMRTGI ILVLVDPSQREQAR I

VLLANQAGALEGLLGRQDQDSLVQTGAERSLAG
NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 TLCFAAALLVQGLTRRLQVSETLARQRAEEVANLEALNAQILQRMRTGIIVLDPQERVLLANQGALELLGQQSLTGERLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!!**!*! !! *!!!! !!! !!!!! !!! !!!!!!!!!*!*!* *!!!!!*!! !! ! * ! !*

logo

P
R
H
R
C
SPEML IMHRACLMKQQWRDLNPSTLRPPRNTFLKAVTVPDGAPTLVQPSFAIASLNQHREGDVDKQDHTVL I FLEDI

TSQIAQKQAQQLMKLAGSLGRLTAGS IAHE
NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 PRCPELIRALQQWRDNPTLRPRNFKATPDGATLQPSFAALQHGVKQDTLIFLEDTSQIAQKAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !**** !!! !!*!!!* ! !!!*!*!!!! !** !* !!!!!! !!!!! !!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLQESDEAELDAGPDLRRLTQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLVHQRFAVDSEFYPREGRSLPRNPD
NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 IRNPLGAISHAAQLLQESDALDAGDLRLTQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWVHRFASEFRESLPPD 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!* !!!*! !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !**!! !** !**!

logo

Q
S
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R
I
LHLVEQLTGRAGGSDS ILQTRMDPHNQL INQVLSTNLVQNGLRYSAQAKHNGQRAGQVWLQSLVAFRDEPETSDLPVLE I

V
I
LDDGPGVPASDEKQLNQNI

LFEP
NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 QRIHVETRGSSLQTRMDPNQLIQVLTNLVQNGLRYSAQKNGQAQVWLQVFRDETSDLPVLEVLDDGPGVPSEQLQNIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!* * *!!!!!!*!! !!!*!!!!!!!!!!!! *! *!!!! * !!* !!!!!!!**!!!!!!! * !*!*!!!

logo FFTTENSKGTGLGLYI
LSRELCESNQAR I

LDYRENRDEEGGGSCFR ITVFAHPRKLS
NTDB id 1089248 ACL0K2 RS17325 WP 045160765.1 FFTTENKGTGLGLYISRELCESNQARLDYRERDEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!! !!!!!!!!*!!!!!!!!!!!*!!! !*!!! !!!! !!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


