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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLI 80
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 MNTTLSRLGLSLLAA.IISPALLAANLNSLDVASLPGDRVELKLAFDEPVPAPRGYTLDQPARIALDLPGVSSKLASKNR 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNR 79
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV...................ATSAPAP 141
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL...................PVVS.AQ 140
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL...................PVVS.AQ 140
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 ELGVGNARSVTVVEAQGRTRLIVNLTSLVPYSTRVDGSNVFVVLGENGASPAAVPAAPVA.......PVDRRAPVASMAT 152
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPA 159
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 QQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVIS 221
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 GKSISNIDFRRGEDGAGNVVITLSDPSISPSIEEQGGKIRVSFAKTQLPESLRVRLDVQDFATPVKFVDSSSKADGASIA 232
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSIT 239
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 IQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNIT 300
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 IEPSGRYDYLAYQTDDKLTISVKPLSEADVEKRNAQHFTYSGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNIT 312
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNIT 319
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQG 380
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 LRLQNVPWDQALDLVLKTKGLDKRQVGNVLLVAPADEIAARERQELESKRQIAELAPLRREVVQVNYAKAADIAKLFQSV 392
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSV 399
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 RNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIE 451
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 TAVDGQ.............................ADERGSIAVDDRTNNIIAYQTQERLDELRRIVTQLDIPVRQVMIE 443
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIE 453
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ARIVRATTSFSKEMGVKWGILSQGINQ.....NSNLLVGGSETTLWNLRNPDSN.....GTYTIERPDNLNVDLGVTTTG 521
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ARIVRASTSFTKELGVKWGILSQGITN.....NNNLLVGGSETTLWNLREPKKDETTGGYKYTIERPDNLNVDLGVSNP. 533
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ARIVRASTSFTKELGVKWGILSQGITN.....NNNLLVGGSETTLWNLREPKKDETTGGYKYTIERPDNLNVDLGVSNP. 533
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 ARIVEANVGYDKALGVRWGGNIVNDQWSAYGKDGARAVDDD.G...ILRPP.GTKKIGNYTLEDGTAPVPFVDMGVLNS. 517
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDG...MNCGP.IAGSCTFPTTGTSKSPSPFVDLGAKDA. 528
consensus !!!!*!*****!**!!*!!******** * *************** ! * * ************!!*!***

logo

T
A
G
S
G
S
V
IGAI

FGFL ITSLMDSHNDI
V
F
I
L
MLDLQELSAMLEQKATDGNYGE I

VVI SQTPKVVMS
T
S
ADKEQKTAKI

V
L
A
K
TGSTVQQEVPYQESATSTSNSGAAGSTTASTTSFKDEAALLSLNEV

NTDB id 1009 ACIAD RS15175 WP 004923730.1 ASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEV 601
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNV 613
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNV 613
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 TSGVGIGFIS.DHVLLDLQLSAMEKTGNGEVVSQPKVMTADKETAKILKGTEVPYQEASSSGA...TSTSFKEAALSLEV 593
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEV 604
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLF 680
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLF 692
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLF 692
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 TPQITPDNRIIMEVKVTKDAPDFRNAVNGVPPIDKNEVNAKVLVNDGETVVIGGVFSNSQSQSVDKVPFLGDVPYLGRLF 673
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLF 684
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1089236 ACL0K2 RS11010 WP 413044398.1 RRDVVTDAKSELLVFLTPRILNHQAIAVNR 703
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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