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NTDB id 1089220 ACLJJ6 RS10300 WP 412989349.1 MFKN....KGLWTVFLTALVAGLISGGIAFGTANYISNRQSESSTAVPSGSNSSGSTKVSNVKVNVSNQSEKAYSSIKNA 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSN.......NGK..TTVSNVIYDTKSNTTKAVKNVKNT 71
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATN.......NNQKTATTVTTSYKNSNSTTEAVDKVKDA 72
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
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NTDB id 1089220 ACLJJ6 RS10300 WP 412989349.1 VVTVINLKKESSNSSNSLYGSIFGESSSSSSSNSNKLETYAEGSGVIYKKSGNAAYVVTNNHVISGSNAVEIIMSNGKKV 156
NTDB id 381 SMU RS09890 WP 002262650.1 VVSVINYQKTDNSYYN..Y....DSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKV 145
NTDB id 425 SGO RS10525 WP 012131081.1 VVSVITYSESNSDAIF...........DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKV 141
NTDB id 539 SM12261 RS09395 WP 000681587.1 VVSVITYSANRQNSVF...........GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 256 KZH43 RS10270 WP 000681597.1 VVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 215 SPD RS10945 WP 000681597.1 VVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 181 SPR RS10425 WP 000681597.1 VVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
NTDB id 145 SP RS11450 WP 000681597.1 VVSVITYSANRQNSVF...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKV 140
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NTDB id 1089220 ACLJJ6 RS10300 WP 412989349.1 SAKVVGKDSVTDLAVLKINSSVVTTVASFGDSNNIKVGETALAIGSPLGSDYATSLTQGIISAKKRTVSTTNEAGQETGE 236
NTDB id 381 SMU RS09890 WP 002262650.1 VGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS. 224
NTDB id 425 SGO RS10525 WP 012131081.1 PGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA. 220
NTDB id 539 SM12261 RS09395 WP 000681587.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS. 219
NTDB id 256 KZH43 RS10270 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS. 219
NTDB id 215 SPD RS10945 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS. 219
NTDB id 181 SPR RS10425 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS. 219
NTDB id 145 SP RS11450 WP 000681597.1 PGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS. 219
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NTDB id 1089220 ACLJJ6 RS10300 WP 412989349.1 ATVIQTDAAINSGNSGGPLINLAGQVIGINSMKLSSS...SSGTSVEGMGFAIPSNEVVTIINQLISKGKIVRPALGASL 313
NTDB id 381 SMU RS09890 WP 002262650.1 TNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISM 304
NTDB id 425 SGO RS10525 WP 012131081.1 TQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQM 298
NTDB id 539 SM12261 RS09395 WP 000681587.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 256 KZH43 RS10270 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 215 SPD RS10945 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 181 SPR RS10425 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 145 SP RS11450 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
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NTDB id 1089220 ACLJJ6 RS10300 WP 412989349.1 IDLTDIVASQQKSVLKLPSKVTEGAVIYKTYAGSPARKAGLKQYDVITKLDGTKITSVATLRDKLYKLKVGDKVSIGWYH 393
NTDB id 381 SMU RS09890 WP 002262650.1 ANLSEASTS.GRDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYR 382
NTDB id 425 SGO RS10525 WP 012131081.1 VNLSSLSSS.SSDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYR 376
NTDB id 539 SM12261 RS09395 WP 000681587.1 VNLSNINTS.DIRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYR 373
NTDB id 256 KZH43 RS10270 WP 000681597.1 VNLSNVSTS.DIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYR 373
NTDB id 215 SPD RS10945 WP 000681597.1 VNLSNVSTS.DIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYR 373
NTDB id 181 SPR RS10425 WP 000681597.1 VNLSNVSTS.DIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYR 373
NTDB id 145 SP RS11450 WP 000681597.1 VNLSNVSTS.DIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYR 373
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NTDB id 1089220 ACLJJ6 RS10300 WP 412989349.1 NGSYKTATIHLTETTSTLNSQAK 416
NTDB id 381 SMU RS09890 WP 002262650.1 EKDKQTVEIQLTKTSQDLNH... 402
NTDB id 425 SGO RS10525 WP 012131081.1 DGKEQTTTIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 NGKEETTSIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 NGKEETTSIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 NGKEETTSIKLNKSSGDLES... 393
NTDB id 181 SPR RS10425 WP 000681597.1 NGKEETTSIKLNKSSGDLES... 393
NTDB id 145 SP RS11450 WP 000681597.1 NGKEETTSIKLNKSSGDLES... 393
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