
logo ML
INRTVVLVGRLTKRDVPEDLRYTNPSNSGAAVGATFSTLMVAVNRTQFTNAQSNQSGDEREADF INCVTIWRRKAQSAENVFSANFLTHKKGSLAVGVDGR I

LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1089217 ACLJJ6 RS10140 WP 412989325.1 MINRTVLVGRLTRDPDLRYTNSGAAVATFTVAVNRQFTNSQGEREADFINCVIWRKAAENFSNFTHKGSLVGVDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!!!!!!*!**!!!! *!!!!*!!**!!!!*!!! *!*!!!!!!!!!*!!* !!!**!!**!!!!*!!!!!*!!!

logo

S
NYENQQGQRVFYVTEVQVAVDESNVFQSFLLEPSKRNSTGQTGSTGEQRQGQDQGSAGNSAGQNGYFQNENSGNANQPSNQGSSGGNGTNQPYFDGAGGQGNQDNSNGNPSFGSTGSPNQNQSANTQGNRSARSNPSAQSGANNSFNTNPQ

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGG.....SGSGGYNEGNS...GGGQYFGGGQNDNPFGGNQNNQRRNQGNSFN 152
NTDB id 1089217 ACLJJ6 RS10140 WP 412989325.1 SYENQQGQRVYVTEVVVENFSLLESRSQSEQRQQQSGNAGFQNNAPQSSGNTNPFDAGQGN.NSSSNQSAGSSSSANSNP 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.........QQS.GFTSPQQTGNAPAANNTQ 150
consensus *!!!!!!!!!*!!!!*******!!*** ***** ******* **** ** * * **!* ****!* * *!* *

logo

A
D
NDPFADNDNGEKQAPQIDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 DDPFANDGKPIDISDDDLPF 172
NTDB id 1089217 ACLJJ6 RS10140 WP 412989325.1 NDPFADNGEQIDISDDDLPF 179
NTDB id 624 LCA RS00040 WP 011373726.1 ADPFANNGQAIDISDDDLPF 170
consensus !!!!**! !!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


