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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 MFKLLKRLNMHEYQMIFISVIFIALQVWLELKIPDYMSVLTQKLESSGTTTADILAPGLIMLFLSVLSVIASVIVGYFVA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!* !!!! *!* !* *! !!*! !!**!! !*!!! *! ! * !!! !!* !! !! ! ! !*!!*
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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 KIAAGFAARLRKDSFTQIMNYASQDIKQFSVPSLLTRSTNDITQLQQFVAMGLQAIIKAPITTIWAITKIAGKGWQWTTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! ! !!! ! ! *! ! *!! !!*!!!!!!*!!!*!!!! * !!*! * **!! *!!*!!! !! !! !
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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 TGIAVAVLTIMLTLMLLLVQPKFKVVQKLTDNLNQITRENLTGIKVVHAYNAEKYQSDKLDQANSQLTNTNLFAYRVLAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !*!! ** !!!**** * !* * !! !!! !! !!! !!!**!!*!!!!! !! ! ! *!! !! !!** !
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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 MNPGMSLISSTLTLSVYTIGAIVINQ............AAQAQRLPLFGNMIVFSSYAMQVIMGFLLLSIIFVLLPRVTV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!! !***!! !!! *! !!! **! *************! ! !***! !*!!!!!!!!!**!!*** !!**!!! !
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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 SANRLNEILNVEPSIKYPASTRNLQTSTNQKGIIEFKHVGLKYKGAESSALTNLSFKAQQGQTVAFIGSTGSGKSTALQL 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSK...ADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNL 397
consensus !! !*!!*! * *!**** ***** !! *!!**! *! * **!! ! ! !!!!!!!!!!!!!! **!
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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 ILRVHDATSGEILIDGKDIQEYSEENLNNKIGYIPQRAVLFSGTVRSNIDLGESQNKHSPLTDTEILTALDIAQAKDFVL 468
NTDB id 369 SMU RS04255 WP 002263293.1 IPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQS..DQAPLDDAKIWEALELAQAKNFVE 475
consensus !*! *!!! ! ! !!! *!*!!** !!!!*!!!!!!!!!!!!!*!!!! ! !** * !! ! ! !!**!!!! !!
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NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 QKEKGLDEPVAQHGDNFSGGQKQRLAITRAIARKPEILLFDDSFSALDYATDRKLRDNLAQKFKNVTKIIVAQRISTISD 548
NTDB id 369 SMU RS04255 WP 002263293.1 EKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMD 555
consensus !!!!!! *!!!*! !!!!!!!!!!!! !!*!!!!!!!*!!!!!!!!!! !!! !! !! ! ! *!!*!!!!!!!!! !
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VYQE IAYSQLSKEELAEKNGK

NTDB id 1089191 ACLJJ6 RS00065 WP 412989444.1 ADQIIVLDNGKVVGQGTHEQLLKNNKVYQEIAYSQLSKEELAK.. 591
NTDB id 369 SMU RS04255 WP 002263293.1 ADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!*!*!!!*!!!!!!!!! !! !! *!!!!!!!!!!!!!! **
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