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NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 MTKNNSTSLLTGIQKYGHPYIKYLILAAIFALLGSSATIIGPGQLSRITNLVAKGLVGHIDLQQVWQITILLAVLYVIGA 80
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGA 79
consensus * ! !!!* * *! **! !! !! ** !* !*!!! ! *! * !!! !*!!! * ! * !!*!! !!
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NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 ILTYLQGFIVATVTQRFTQKLRTNIGLKINHLPLKYFDTHDEGDTLSRVTNDLDTLGQSLNQSLGTLISSSILLIGSIIM 160
NTDB id 370 SMU RS04260 WP 002263294.1 LVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFM 159
consensus ***! !!! !* !*!*!*!! !* !!!**!!!!!!*! !!!!!!!!!!*! * !! !!!! *** !!!!!!! !

logo MI
T
I
KTNGVAWLASALTAI FLSVFLAGF IVLSTMTFVI

LMAKSQKPLYFKNKTQQANNRLADI
VSGYLVEE I

VYSTGHENVVKSASYNAYI
L
K
Q
Q
T
A
S
K
T
E
K
K
QFENKNI

LNDNDQLFYAN
NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 MTITNVWLSLTAIFSVLAGFILTMFLMAKSQKYFNTQQNRLADISGYLEEIYTGHEVVKAYNYLKTATEKFNKINNDLYN 240
NTDB id 370 SMU RS04260 WP 002263294.1 MIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFA 239
consensus ! !! ! !!! !! !!!*!* *!!!!!* ! !! !!!*!!!*!!*!*!! !! !! * ! *! !*
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NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 NVWKSQFLSGIMQPLMNFVGNFGYVAVTIVGSVLVLNNTISIGTVVAFIIYVRIFTQPLSQITQSFASLQSAQAAMKRVF 320
NTDB id 370 SMU RS04260 WP 002263294.1 SMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVF 319
consensus *!!!!! !!!! !!!*!*!!!!!! !*!!! * *! !**!!*!!!* !!!!!!!!* !! ! !!!!*!!! !!!
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NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 SFLNADEVSDETNKIAKIEKPKGDVVFNHVSFGYNSNQTIIKDFNVHVKPGQKVAIVGPTGSGKTTLVSLLMRFYELHQG 400
NTDB id 370 SMU RS04260 WP 002263294.1 EFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
consensus !! *!* !! *!* *!!* ! ! ! *! !!! * !!!*!! ! !*!!!*!!!!!!! !!!!*! !!!!!!!** !
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NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 NIKIDGIDIQNMRREEVRNQFDMVLQDTWLFADTIKNNLKYNQKNVTDKQIEQATKAVGIDHFIHTLPEGYDTVLDDSVS 480
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVT 479
consensus ! !!!* !* ! ! !!* ! !!!!!!!!! !*! !! !!!!**!! !* ! !!!!**!!!*!!! !!!!!!!!!!*

logo LSAVGQKQLLTIARAL ILKRDNAKPLML I LDEATSSVDTRTEEKL IQKRAMDHI LMTAEGNRTSF IV IAHRLSTIKRNADL I LVMVKRDGNQI I EQG
NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 LSAGQKQLLTIARALIRNKPMLILDEATSSVDTRTEEKIQKAMDILTANRTSFIIAHRLSTIKNADLILVVKDGQIIEQG 560
NTDB id 370 SMU RS04260 WP 002263294.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQG 559
consensus !! !!!!!!!!!!!!** !*!!!!!!!!!!!!!!!! !!*!!!*! !!!!*!!!!!!!!*!!!!!!!**!!*!!!!!
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NTDB id 1089190 ACLJJ6 RS00060 WP 412989443.1 THDKLIEANGFYSELYNSQFEA... 582
NTDB id 370 SMU RS04260 WP 002263294.1 SHDQLMAENGFYADLYNSQFTEEVA 584
consensus *!! !* !!!! *!!!!!! ***
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