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NTDB id 1089156 ACLNGX RS11970 WP 071391611.1 MYKSDGFIYPAVLFVSAAVLLVISYTSSDFITRKTFAKEAGEYWIGENLLQNGALLSSSHMTQGQKVQTGTQRFPYGTVS 80
NTDB id 102 BSU 24670 NP 390347.1 MYRTRGFIYPAVLFVSALVLLIVNFVAAQYISRCMFEKETKELYIGENLLQNGVLLSIRHVLEERKGQEGTQQFLYGRVS 80
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NTDB id 1089156 ACLNGX RS11970 WP 071391611.1 FHITGSDRRETVQVTIQAETVSGTRREAHLLFDQKKKQLIQWTEV 125
NTDB id 102 BSU 24670 NP 390347.1 YYIHDTSIKEQKEINLRVSTDSGTERTAQIVFDQKQKKLLRWTE. 124
consensus **!* * *! * * ! !!! ! !***!!!! ! !* !!!*
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X ≥ 50% conserved


