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NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMK.RIGPRTVLKLQKRWPDLNLMFQLSSVDL..EEAGLPSWLAQTIKNFDPDFIKTDLNWLSSSENHH 77
NTDB id 1089146 ACLNGX RS08430 WP 166706290.1 MDQASRCLMVCSINQIISPSLLLKWWKADHSLSFLPDPHPLTVLSEGKTASEEIFREIERKDPELDVVLSDYR..RESIT 78
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPV..LQTVTRDQIKAAALKNEIEQFYPKLPRVLAAYR..EQGIN 76
consensus !*** *! *********!***!!**!******** * * ***** * **!****!** *** ** * *

logo

I
T
V

L
I
T
P
W
I
D
SSKPSQRYYPAFTLWLKAES IAYDPPFAI

VLFYAKGDENLMTPSTALLESTQKGPRSKLIAGIVGSTRKNAPSTAEVDTYGI
K
N

E
K
Q

A
N
V

V
A
G
N
R

A
H
F
L
T
S
A
K
RELICSKRHKGVWSVIVSGLALSGIDAGHLMAS

NTDB id 1250 GCO85 RS13065 WP 027219989.1 ILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAHA 156
NTDB id 1089146 ACLNGX RS08430 WP 166706290.1 VIPISSSRYPTWLKAIYDPPAVLYAKGNTPLLEKGRKIGIVGTRKPTEDGIKAAGHLSAELSKKGWVIVSGLASGIDGLS 158
NTDB id 114 BSU 16110 NP 389493.1 TIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMS 156
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 HLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSGS 236
NTDB id 1089146 ACLNGX RS08430 WP 166706290.1 HKASIRAKGLTIGVIAGGFHHIYPRENLLLAEYMAEHHLLLSEHPPETKPKKWHFPMRNRIISGLSEGIVVVQGKEKSGS 238
NTDB id 114 BSU 16110 NP 389493.1 HAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGS 236
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 LITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIGFE 316
NTDB id 1089146 ACLNGX RS08430 WP 166706290.1 LITAYQALDQGREVFAVPGSIFNPYSGGPIKLIQEGAKAVLCAEDIDGELTARCVQYTEPF................... 299
NTDB id 114 BSU 16110 NP 389493.1 LITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF................... 297
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TTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER
NTDB id 1250 GCO85 RS13065 WP 027219989.1 TTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1089146 ACLNGX RS08430 WP 166706290.1 ............................................. 299
NTDB id 114 BSU 16110 NP 389493.1 ............................................. 297
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