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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VIGEPISRRVD G AQGE ARSVABRT AR V

NTDB id 1088900 ACLF6L RS14120 WP 238616362.1

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R YDIMND

NTDB id 1259 GCO85 RS10305 WP 010947729.1 PPMIRVDG R YDIMND

NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVDG R YDIMND

NTDB id 1202 PSJM300 01600 AFN76400.1 PPMIRVDG R YDIMND

NTDB id 1020 ACIAD RS04210 WP 011182164.1 PPMIRVDG R YDIMND

NTDB id 1060 ABD1 RS04380 WP 000355489.1 PPMIRVDG R YDIMND

NTDB id 1040 HON27 RS13360 WP 000355489.1 PPMIRVDG R YDIMND

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 PPMIRVDG R YDIMND
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VRD. .

NTDB id 1088900 ACLF6L RS14120 WP 238616362.1 SHPG.

NTDB id 1203 PSJM300 01605 AFN76401.1 SARG.

NTDB id 1019 ACIAD RS04205 WP 004922051.1 LNREKNERRSAYSEVZEI R DM P& MUY TR IERK

NTDB id 1307 DR RS10055 WP 010888596.1 ABGD . KINHABWNIM(AR G N V{EBAY ML ISR, IEMNARGLVLVTGPTGSGKSTTLA M K

NTDB id 1283 ACE17W RS02630 WP 010947729.1 E IS ARFRVNAFNQSRGA AVFRTIPS) ERINIRGLVLVTGPTGSGKSTTLAANY ¥

NTDB id 1259 GCO85 RS10305 WP 010947729.1 E WM ARFRVNAFNQSRGA AVFRTIPS) ERIIRGLVLVTGPTGSGKSTTLAA|Y ¥

NTDB id 1194 PAKAF RS01995 WP 003084552.1 E I ARFRVNAFNQWRGAGAVFRTIPS|S SMISRGLVLVTGPTGSGKSTTLAAM ¥

NTDB id 1202 PSJM300 01600 AFN76400.1 E Ide ARFRVNAFNQWRGAGAVFRTIPS|S IARYRGLVLVTGPTGSGKSTTLAAM ¥

NTDB id 1020 ACIAD RS04210 WP 011182164.1 E 13 ARFRVNJFNQRGAGAVFRTIPS[ ONYRGLVLVTGPTGSGKSTTLAAM ¥

NTDB id 1060 ABD1 RS04380 WP 000355489.1 E I3 ARFRVNAFNQWRGAGAVFRTIPS|S OAEYRG VLVTGPTGSGKSTTLAAM v

NTDB id 1040 HON27 RS13360 WP 000355489.1 E I3\ ARFRVNAFNQWRGAGAVFRTIPS|S ONEYRG VLVTGPTGSGKSTTLAAM ¥

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 E I3 ARFRVNAFNQWRGAGAVFRTIP S| ONeYRG VLVTGPTGSGKSTTLAAM ¥
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHI®¥:IK C TIFAETGHL{®Y | T LHES

NTDB id 1088900 ACLF6L RS14120 WP 238616362.1 EDPIEF VHEEARCL

NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[ajAC

NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF HIN:#X¢C ISJAETGHLVF  TLHEW

NTDB id 1307 DR RS10055 WP 010888596.1 NQREV[ESDTISSIFIEALR ALR TAAETGHLVEIGTLHTW[S

NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH@ESKKCL DTISJFRNAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTRIS

NTDB id 1259 GCO85 RS10305 WP 010947729.1 EDPIEFVH[ERSKKCL DTIMFNPNALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEGTLHTRS

NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVH]SKKCL DTINYFMJRALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTS

NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVH]SSKKCL DTIMeFMIMALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEGTLHTES

NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINZKKCL DTIREFIIAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTES

NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHESKKCL DTEEFIMAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTHS

NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVH[RKKCL DTEEFIAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTES

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVH[SKKCL DTEEFIMAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTHS
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