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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1088886 ACLF6L RS03210 WP 238617414.1 ..MSIQNVLIIDDEPDIRELLEITLGRMRLHTRSAGTVREAKRLLGNEPFDLCLTDMRLPDGDGIELVEHIQAYYPELPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.......ENALENKLLIGRSLPIQQLRIA 153
NTDB id 1088886 ACLF6L RS03210 WP 238617414.1 AVITAYGSMDSAVQALKSGAFDFVSKPVDLNILRDLVGSALKLGKPGDGEGNDAASTRHQPPREEHLLGDAPAMRQLKAT 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE..........EAPVDNRLLGESPPMRALRNQ 148
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 1088886 ACLF6L RS03210 WP 238617414.1 ILKLARSQAPVYILGESGSGKERVAREIHRQGPRVDRPFVPVNCGAIPAELMESEFFGHLKGSFTGAVADKQGLFQAAQG 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 1088886 ACLF6L RS03210 WP 238617414.1 GTLFLDEVAELPLHMQVKLLRAIQERAIKPIGAAHEIALDVRILSASHKDLSREVQAGRFRQDLFYRLNVIELRVPPLRE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP 393
NTDB id 1088886 ACLF6L RS03210 WP 238617414.1 RREDLPHLASHILSRLAQRWQEPPRRLSPDAMQGLMTYDYPGNVRELENILERAATLCDSDIIRVEDLQLPSAVT..... 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG..... 383
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1088886 ACLF6L RS03210 WP 238617414.1 ...........PPA..PLAGEPLKPLEQQLEQQERQVLLTALEQAGGHGATAARLLGLTARQLSYRLKKLGLPP...... 454
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........ASQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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