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NTDB id 1088881 ACLF6L RS02510 WP 412852737.1 ......................................................................MPTGLPKTPD 10
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1088881 ACLF6L RS02510 WP 412852737.1 PASPGLEADKQAEAEKTGKIEKTEKIETADTGEETSKSGLFSRLRKGLSKTSSTLTEGMAGLVLGKKTIDDELLEELETR 90
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEA..VGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELETV 157
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NTDB id 1088881 ACLF6L RS02510 WP 412852737.1 LLMADVGIEATETILEGLTRRVARKELKDAEALVKALEAAMVDVLKPVQKPLAIDAGKKPYVILVLGINGAGKTTTIGKL 170
NTDB id 1118 NGFG RS11455 WP 003696286.1 LITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKL 237
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NTDB id 1088881 ACLF6L RS02510 WP 412852737.1 THHLRRQGKSVMLAAGDTFRAAAVEQLQTWGERNQATVIAQGQGADSASVIFDAWQAAKARGMDVLIADTAGRLHTQSNL 250
NTDB id 1118 NGFG RS11455 WP 003696286.1 AKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL 316
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NTDB id 1088881 ACLF6L RS02510 WP 412852737.1 MDELKKVKRVIQRQAPDAPHEVLLVVDAGTGQNALNQAREFHQAMDLTGIAVTKLDGTAKGGILFAIAERVGVPVRFIGV 330
NTDB id 1118 NGFG RS11455 WP 003696286.1 MEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV 396
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NTDB id 1088881 ACLF6L RS02510 WP 412852737.1 GEKIEDLREFNAEDFARALLSDRD 354
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD... 417
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