
logo MWELVKQAGGWI
MMLP I I LCSS IAALTAGI IVAVERLWTLRKPSRVATPPEHLLGQVWKQWIKDGKQLSANQKLKDELRADNSPLGE I LAAGLAN

NTDB id 1088812 ACI766 RS09995 WP 003091163.1 MWELVQAGGWMMLPIILSSIAATAIVAERLWTLRKSRVAPPELLGQVWKQIKGKQLSAQKLKDLRANSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!! !!!!*!!!!!!*!!!! *!* !!!!!!!*!!! !!*!!!!!!! !! !!!! !!!!*!!! !!!!!!!!!!!!!

logo SKHRGRE IMKEC I EEAAASGRVI
VHDELERYLNALGTIAAGI

MAPLLGLLGTVFLGMIEQI FGSAFMDGNSGMANASPLMLAAGGI SKAL ITTAA
NTDB id 1088812 ACI766 RS09995 WP 003091163.1 SKHGREIMKECIEEAASGVIHELERYLNALGTIAAMAPLLGLLGTVFGMIQIFGAFMDNGMANSPMLAAGISKALITTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !!*!!!!!!!!!!!!! !*!*!!!!!!!!!!!!**!!!!!!!!!! !!! !! !!! !!!! !*!!*!!!!!!!!!!!

logo GLLMVAGIPALVFFHRFYLLRRVDELVI
V
A
GMEQEAIKLVEVVQGDRDEVDLYGVEEGGKAKA

NTDB id 1088812 ACI766 RS09995 WP 003091163.1 GLLVAIPAVFFHRYLLRRVDELVIAMEQEAIKLVEVVQGDREVDYVEEGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!*!!!!!!!!!**!!!!!!!!!!!!!!!!*!! ! *

X non conserved

X similar

X ≥ 50% conserved


