logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

50 B e

itetileedlee

AKKE. KKLEEL$KKE

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1

1313 DR RS12030 WP 010888966.1

1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1389 A4U84 RS07560 WP 021112712.1
1427 RS RS02760 WP 011000510.1

1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1088809 ACI766 RS06820 WP 003092260.1
1205 PSJM300 05545 AFN77183.1

600 KW2 RS01765 WP 011675413.1 ... TNFDDITKKYGA MRLG [\
269 KZH43 RS08665 WP 001085462.1 . .. .KKLEEISKKFGA IMRLG i®
228 SPD RS09265 WP 001085462.1 . ce IMRLG |3
194 SPR RS08825 WP 001085462.1 . c. IMRLG i
159 SP RS09750 WP 001085462.1 . ce IMRLG |33
499 SM12261 RS08315 WP 078228268.1 . c. IMRLG |3
527 SMSK321 RS11065 WP 001085454.1 . ce IMRLG i®
408 SMU RS09530 WP 002262392.1 . ce i MRLG |3
453 Spy49 1753c ACI62003.1 . c. I\ MRLG 3

K.

K.

NN NNnnnn nkln v NE N 0 K NN N N

consensus * * * kok ook kb kokk *

LD
LD

LA

T
E

ALGIGGMP GRI
ALGEGGMP GRI

FUUkx L b1 11 Tkl lx

Y
|

*



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
1245
1214
1211
1334
1130
1124
1123
1389
1427
1165
1142

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
A4U84 RS07560 WP 021112712.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1088809 ACI766 RS06820 WP 003092260.1
1205 PSJM300 05545 AFN77183.1

consensus

)

EIYGPESSGKTT
EIYGPESSGKTT

EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

* % | | * I %

L0 ATl o P IR o pe ) B

ANAQKGGINAF IDAEHALDPRY AINNLGVN
ANAQKRGGINAF IDAEHALDPIY AFN\LGVN
ANQKRGGINAF IDAEHALDPIY AIN\LGVN
ANQxRGCINAF IDAEHALDPIY AFN\LGVN
ANQKRGGINAF IDAEHALDPIY AFNNLGVN
ANQKHGGINAF IDAEHALDPIY AFNALGVN
AN QxMNGGINAF IDAEHALDPIY AFN\LGVN
ANRQKRGGINAF IDAEHALDPIY AFN\LGVN
ARYQENGGANAF IDAEHALDPYY ARJYLGVN
ARYQKNGGA IDAEA DPE(Y ANALGVN

15
IDDILL

ARENQKEAGGINMAF IDAEHALDPRUY ARSAL GVNGSDELL
AINSOKENGGUAMAF IDAEHALDRRSY AJ\QYL GV NYD Ll
AIEOKINGGUAMAF IDAEHALDKIY AJQHL.GV gy I

AINEQKINGGUAMAF IDAEHALDYR:Y AJSALGV |
AIFNQKNGGIWNAF IDAEHAIRDIGIY AJNNLG N
ANEQKNGGUAMAF DAEHAIJDPYYY AANL G V]
ARNSOKINGGUASAE DAEHAIIDPRUY AINL G V]
ARSOKINGGUASAE DAEHAJJDPRUY AIRNL G V]S
AQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELL
AIRUQKIAGGINUAF IDAEHALDEYY ASLGV[{ [§ LL
ALWAQ INGIYNGAF IDAEHALDPWUYAJSSLGVN DELL
ALWAQ 2GIQNSAFIDAEHALDPWUYAJSSLGVN DELL
ARSOKENGGINMAF IDAEHALDP[NY AIASL. GV DWLL
DNLL

PITx b I T ke ]

PN

SQPDYGEQALEI
SQPDIIGEQALEIY]
SQPD GEQALEIIR
L SQPD GEQALEI
SQPDEGEQALEI[)
i SQPD GEQALEI[®
V{ SQPD GEQALEI[®
bl SQPD GEQALEI®
SQPDEGEQALEI
SQPD GEQALEIM
SQPD GEQALEI
SQPD GEQALEI
SQPDEIGEQALEIN
SQPDRNGEQALEIN
SQPD GEQALEIp
SQPD GEQALEIp
I

*

*k | %

AD%LVBS A

156
155
155
155
155
155
155
155
155
140
142
154
141
143
143
150
142
142
142
158
150
141
141
141
141
141
141



T 1

e D0V vl

50, A O Sl UV ECETT P

NTDB id 600 KWw2 RS01765 WP 011675413.1 DSVAALVPKAEI G WGDSEVGLQAR MSQA . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 VDSVAALVP AEI GD@GDSHVGLQAR MSQA . 234
NTDB id 228 SPD RS09265 WP 001085462.1 VDSVAALVP AEI GDWEGDSHVGLQAR MSQA . 234
NTDB id 194 SPR RS08825 WP 001085462.1 VDSVAALVP AEI GD@GDSHVGLQAR MSQA . 234
NTDB id 159 SP RS09750 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR MSQA . 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDISGDSHVGLQAR MSQA . 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDIGDSHVGLQAR MSQA . 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR MSQA . 234
NTDB id 453 Spy49 1753c ACI62003.1 GDI§GDSHVGLQAR MSQA . 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR MSQA . 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR MSQA . 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBZGLQAR MSQA . 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR MSQA 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR MSjslA 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR MSJsl|A 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GL[JAR MSQA . 229
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR MSQA . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 VDSVAALVPKAEI GDMGDSHVGLQAR MSQA . 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALVPKAEI GDMGDSHVGLQAR MSQA . 221
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALJJPKAEI GDMGDSH GLQAR MSQA . 237
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVPKAEI G MGD [BJGLQAR MSQA . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VDSVAALWPKAEI G MGDSH GLQAR [®SQA . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VDSVAALIWNPKAEI G MGDSH GLQAR |#SQA . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VDSVAALWWPKAEI G MGDSH GLQAR MSQA . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VDSVAALQPKAEI G MGDSH GLQAR MSQA . 220
NTDB id 1088809 ACI766 RS06820 WP 003092260.1 [AEANV:SRASGSREIe (eI iN: A e Hay N amyIsiay:\ INKNANC . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAEI G MGD HVGLQAR MSQA NESKNANC . 220

consensus FULLTE bR b D D ok Dbk D Dk d Dok Dk b ) bokk % ko ko LDDEkl dxb oL L Thkl LD TE1TLexl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1389 A4U84 RS07560 WP 021112712.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1088809 ACI766 RS06820 WP 003092260.1
1205 PSJM300 05545 AFN77183.1

consensus

MR e

IMGSTKIEEGS.
IMGNTQIKGTG.
IGNTQIKGTG.
IMGNTQIKGTG.
BIGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IGNTQIKGTG.
IMGTTQIKGTG.

2o li=cli=c = s =S R=c = e = === s - s = vl v v = = S =)

SoLSHHH S

.L
.L.
....L
SLSDTGKIKDKSGEYV
TGS. ...

JKQN
KQN
JKQN

.KKG
.KKG
.KKG
.KDG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG
.KEG

EP
QH
QH

EV
EV

A
A

*

tse) TR Mo

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNK ARPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKV PPF
KVVKNKVAPPF

RN

Tl *

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS

M GEG S JGEL
IM GEGIS [3GE
IM GEGIS [3GE
IMYGEG S JJGE
IBYGEGIS[JIGEL
IWYGEGTIS|JIGEL
TWYGEGTSIEGEL
IMYGEGIS WEL
IBYGRAG S |IGE

EE R N * %k

*

| Ve e om0l AN e

314
313
313
313
313
313
313
313
313
294
296
309
296
298
298
309
296
296
296
312
304
295
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1389 A4U84 RS07560 WP 021112712.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1088809 ACI766 RS06820 WP 003092260.1
1205 PSJM300 05545 AFN77183.1

consensus

K| Q a&Néﬁ.@(L EN FDE|9KK B@* LRty b sssmeeeatBE g, cmrees  VEEEV. LPLEDELE

LDDSEVAETEEETT. . ..ASKTKAKAKKEEKAVETEEIELELED.

IDGEEVSEQDTENK. . . . . .PKKEEA . . VNEEVPLDLGDELE
IDGEEVSEQDTENK. . . . . .PKKEEA . .VNEEVPLDLGDELE
IDGEEVSEQDTENK. . . . . .PKKEEA. .VNEEVPLDLGDELE
IDGEEVSEQDTENK. . . . . .PKKEEA . .VNEEVPLDLGDELE
IDGEEIAES....K.... . .AAQVDS..VNEEVTLDLGDELE
IDGEEAAES....K.... ....VAQVDS..VNEEVTLDLGDELE
IEEDNTEEKQSSKE. .. .K....... ETDEK..ADKNLVLELDDTIE
LEESEEESAMAVAS....E....... E....... TDDLALDLDNGIE
DNNGVVQQQAEETQ....ERL.EFE.E........ovuernrn....
SDVPEEDLPTTEDE. . . .. QI.NILPDDST..... EE..........
MAAIRAGNAGEAPALAPAPAAPEAARA . . ..o oo

ZDFUNXWXWX:XZ

QNSMEMEGMIS. .. .. GSEDDE. .GEE. . . ....... ... ... . ... ...
SNEEIM..... PLPDEP. .LEBME. . ... ... ... ... .. ...
SNEEIM..... PLPDEP. .LEEME. ... .... ... ... ... ... ..

..... EGTQDETDGHE......RP......EE...........
..... EGTQDETDGHE......RP......EE...........
..... EGTQDETDGHE......RP......EE...........
..... LKATASDSNBESDVEEFS......EEEL.........
...... AVTLAEEVEES . . . ... ... ... ... ...,
..... LIAETSSAABBVEFGAVP......EEF..........
..... LIAETSSAABBVEFGAVP......EEF..........
..... TAAHD .ETEEEPDLL. .E......S............
..... AVQI..EDEEEPDLL..L......ES...........
..... KADAEEVADA e
..... KATPVAEDLA e e

*

* %

387
383
383
383
383
379
379
380
375
348
355
363
343
347
347
343
348
348
348
372
352
354
354
349
349
346
347



logo

IELEE
NTDB id 600 KW2 RS01765 WP 011675413.1  ..... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEIEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEIEE 384
NTDB id 408 SMU RS09530 WP 002262392.1 LED.. 383
NTDB id 453 Spy49 1753c ACI62003.1 IED.. 378
NTDB id 115 BSU 16940 NP 389576.2 ..... 348
NTDB id 625 LCA RS02525 WP 011374196.1  ..... 355
NTDB id 1313 DR RS12030 WP 010888966.1 ..... 363
NTDB id 1245 Cj1673c YP 002345041.1 ..... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 ..... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 ..... 343
NTDB id 1130 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 ..... 348
NTDB id 1389 A4U84 RSO7560 WP 021112712.1 ..... 372
NTDB id 1427 RS RS02760 WP 011000510.1  ..... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1  ..... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..... 349
NTDB id 1088809 ACI766 RS06820 WP 003092260.1 ..... 346
NTDB id 1205 PSJM300 05545 AFN77183.1  ..... 347

consensus

X non conserved
B similar
il >50% conserved



