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NTDB id 407 SMU RS04605 WP 002262865.1 ....MDNFQLFKLKKAGLTNLNILNII.DYE....E.RTQKSLSLRDMAVVSKNKKPLIFMEHYKNLDSKALRKEFN..R 68
NTDB id 1088604 ACFCT9 RS01885 WP 412520368.1 MNLKDLDLELLRLRYAGYSTKKIYALLIRYPDYFEGKPHEKMTKLRQFSQNTTSKPMHRHYQTYCATDSLTIYQSLDDQN 80
NTDB id 25 SA RS06185 WP 000593194.1 ....MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKLK 76
NTDB id 40 MW RS06080 WP 000593192.1 ....MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKLK 76
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VVGASRENDASSTQRSMYGTVQANQASVLKEKLF IL ILKSDQNEDLVKTSHKDQYFLTVI IVSGVLAKRQGGIADTA
NTDB id 407 SMU RS04605 WP 002262865.1 FPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKII.QDLSKQFVIISGLARGIDT 146
NTDB id 1088604 ACFCT9 RS01885 WP 412520368.1 IHLLSIFHPDYPHLLKHIYAPPLLLFYKGNLSCLKAQHYLSIVGSREATRYTQNALELLLKDEVTHDLVIVSGVAKGGDA 160
NTDB id 25 SA RS06185 WP 000593194.1 VSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADA 156
NTDB id 40 MW RS06080 WP 000593192.1 VSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADA 156
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NTDB id 407 SMU RS04605 WP 002262865.1 AAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRS 226
NTDB id 1088604 ACFCT9 RS01885 WP 412520368.1 FAHEAALHYNMATIGVLAFGHHHHYPKETRALRTRIEQTGLTISEYIPTERPARYKFPERNRIISGLSQGVLITESRERS 240
NTDB id 25 SA RS06185 WP 000593194.1 MAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQS 236
NTDB id 40 MW RS06080 WP 000593192.1 MAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQS 236
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NTDB id 407 SMU RS04605 WP 002262865.1 GSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.. 280
NTDB id 1088604 ACFCT9 RS01885 WP 412520368.1 GAQITIDSALEQGRNVYVLPGSLFQTLTIGNLKRAQEGAKIVLNAQDILEDYGTLK 296
NTDB id 25 SA RS06185 WP 000593194.1 GSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI.. 290
NTDB id 40 MW RS06080 WP 000593192.1 GSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI.. 290
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