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NTDB id 1088408 ACLKL9 RS05145 WP 015473823.1 MITTIITFIIVFGILVIVHEFGHFYFAKRGGILVREFSIGMGPKLVYHRGKDGTTYTLRLLPVGGYVRMAGAEDDEEELK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 1088408 ACLKL9 RS05145 WP 015473823.1 PGTPVSLYVGADEKVERINTSKKSTLFNGIPLEVTATDLEDELWIEGYENGDESAIKRYAVAHDATVIESDGTELQIAPK 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
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NTDB id 1088408 ACLKL9 RS05145 WP 015473823.1 DVQFQSASLGRRLMTNFAGPMNNILLAIVTFMLMSFAQGGVSMGTNQ.VQVADSPVSVAKQAGVKTNDKITAVNGRKTTS 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTD 234
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTD 234
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NTDB id 1088408 ACLKL9 RS05145 WP 015473823.1 WTDLSTAIQPLANKKT.....TLTIQRGSA.TKHITVTPKGETSNGKTVGMIGITQAQDKSIGAILASGFTQTWTMTKAL 313
NTDB id 323 STU RS10650 WP 011225396.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ..KSQ..GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ..ESQ..GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
consensus !**!**!******!*********!**!*******!*!*!* !* *****!***************!!***!****!*

logo

F
L
G
A
A
TLWKHGMVLSIGTHNFSLNDKLGGPVAI

MFAQTMTSSAQATSKEFSGLVIGSVI LNDFLLMAGFMLS INLAGIVFNLLIP IPALDGGKI LVLMNFI I EA IRRKPLSNEQ
NTDB id 1088408 ACLKL9 RS05145 WP 015473823.1 FGALWHMVSGHFSLNDLGGPVAIFATTSQATKFGLVGVLNFLAFLSINLAIVNLLPIPALDGGKILLNFIEAIRRKPLSE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 291 STER RS01205 WP 011680685.1 LATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
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NTDB id 1088408 ACLKL9 RS05145 WP 015473823.1 NVEAAVTLIGVGFLVLLMLLVTWNDIERYFIH 425
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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