logo

NTDB id 1088304
NTDB id 352 BSU
consensus

logo

NTDB id 1088304
NTDB id 352 BSU
consensus

logo

NTDB id 1088304
NTDB id 352 BSU
consensus

logo

NTDB id 1088304
NTDB id 352 BSU
consensus

logo

NTDB id 1088304
NTDB id 352 BSU
consensus

logo

NTDB id 1088304
NTDB id 352 BSU
consensus

logo

NTDB id 1088304
NTDB id 352 BSU
consensus

ACLII2 RS09010 WP
24240 NP 390304.2

ACLII2 RS09010 WP
24240 NP 390304.2

ACLII2 RS09010 WP
24240 NP 390304.2

ACLII2 RS09010 WP
24240 NP 390304.2

ACLII2 RS09010 WP
24240 NP 390304.2

ACLII2 RS09010 WP
24240 NP 390304.2

ACLII2 RS09010 WP
24240 NP 390304.2

003230267 .

003230267 .

003230267 .

003230267 .

003230267 .

003230267 .

003230267 .

AL BRI L TOFERUVTET A0 DRLLT R SEFRT AL LY L

MLAELSIKNFAITEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC
MLAELSIKNFAITEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC
N

A D0 1 MDITE 60 VLA AR LD L LKA RS

AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK
AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK
PEL e e e rrrrrrrrrrrrrrrrrrnd

I CALILSEE AL R e ML DR e R L LY

TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE
TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE
| T T T T T T T T T T T T O O |

0D LED SO AR VST LU U LAY A1

QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATYV

QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATYV]
Prrrrr ettt ettt rrr et rrrnd

N £ DN RS LELAEL S ORAEMANUIT AL LAY EOTFTER

EDILEYASKIEEEIDQIENRDSHLOSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV

EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV
Prrr e e rrrrrrrrrrrrrrrrrrrnd

MRMEEPLIVLTER DLRE TTCE LAY L LA SN [T

RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV
RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV
PELE bbb e bbb bbbt

)RR AL T C8 AT AGLD TRRLGRAVE % AR

SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR,
SGRVAQATAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR,
DL e e rrrrrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



AT

NTDB id 1088304 ACLII2 RS09010 WP 003230267.1 |:#:NQARNQAV IR GNNE 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576

consensus [ T T I B B I

X non conserved
B similar
>50% conserved



