
logo MTRRGLTLLELLLVLGI LGVLLGLALPLLSPNRLALDQAARSLAATQVTRARLEAIRRNATFVGLQVFTEGAGGYLLFVDQN
NTDB id 108787 ABWW09 RS04275 WP 165739610.1 MTRRGLTLLELLLVLGILGVLLGLALPLLSPNRLALDQAARSLAAQVTRARLEAIRRNTFVGLQVFTEGAGGYLLFVDQN 80
NTDB id 1030 TT RS04315 WP 011173283.1 MTRRGLTLLELLLVLGILGVLLGLALPLLSPNRLALDQAARSLATQVTRARLEAIRRNAFVGLQVFTEGAGGYLLFVDQN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo ANRRYDPGEEFGATHRFGQGDNWARVRLDPEKSALGNMPLLFDPRGIPAKP ITATLVLTSGDGATRKVVI SQQGRARLE
NTDB id 108787 ABWW09 RS04275 WP 165739610.1 ANRRYDPGEEFGATRFGQGDWARVRLDPEKSALGNMPLLFDPRGIPAKPITATLVLTSGDATRKVVISQQGRARLE 156
NTDB id 1030 TT RS04315 WP 011173283.1 ANRRYDPGEEFGATHFGQGNWARVRLDPEKSALGNMPLLFDPRGIPAKPITATLVLTSGGATRKVVISQQGRARLE 156
consensus !!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!
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