
logo MRKGLTLVEVL IVATLAVI
V
L
MGI

VAFAGALLMTSQLVASNLRANSAQARFATDAKAAAVQVLERRSAEVLKSE IVPALSSPYKDAPLDPDN
NTDB id 108786 ABWW09 RS04270 WP 353300792.1 MRKGLTLVEVLIALAVLGVAFGALLMSQVSNLRANAQARFATDAKAAAVQVLERRSAEVLKSEIVPASSPYKDAPLDPDN 80
NTDB id 1031 TT RS04320 WP 011173284.1 MRKGLTLVEVLVTLVIMGIAFAALLTSQLANLRASAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPDN 80
consensus !!!!!!!!!!!* ! **!*!!*!!! !!* !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo PSGNWRSFYFVDYYFSCPTQRVAPSPKQRGGSAVANNLRPDGLTCSGTETI
V
F
G
D
GIPVAWDS IRGENSGI LGEGVVTVVVTATHPRGP

NTDB id 108786 ABWW09 RS04270 WP 353300792.1 PSGNWRSFYFVDYYFSCPTQVAPSPKQRGGSANNLRPDLTCSGTETVGDIPVAWSIRGESGILGEGVVTVVVTATHPRGP 160
NTDB id 1031 TT RS04320 WP 011173284.1 PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETIFGIPVAWDIRGENGILGEGVVTVVVTATHPRGP 160
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!! !!!!!!!!* !!!!! !!!! !!!!!!!!!!!!!!!!!!!!

logo KVTLMGRRVTCYDVYPSPTQDQPAPCPPPGGGRP
NTDB id 108786 ABWW09 RS04270 WP 353300792.1 KVTMGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 193
NTDB id 1031 TT RS04320 WP 011173284.1 KVTLGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 193
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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