
logo MKNAWQRLKEAWAENLPRSTKI
LLLAALLLVGGVALWYVGLYLPAQVAEATPTPAVPSTQVI EAPP IPPLASQEEAKPQAEAPA

NTDB id 108753 ABWW24 RS03390 WP 353300694.1 MKNAWQRLKEAWENLPRSTKILLAALLLVGGVALWYVGLYLPAQVAETPTPVPSTQVIEAPPIPPLASQEEAKPQAEAPA 80
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPA 80
consensus !!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QEEAQAPASSQEEQAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPPPASASRPTPVPEGPAVRVQTPAPQAPQAAPATRP I
NTDB id 108753 ABWW24 RS03390 WP 353300694.1 QEEAQAPASSQEQAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPPPASASRPTPVPEGPAVRVQTPAPAPQAAPATRPI 160
NTDB id 1026 TT RS05140 WP 011173435.1 QEEAQAPASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPP..PPASASRPTPVPEGPAVRVQTPAQAPQAAPATRPI 158
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo PGTSGALPAPKI
VLSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEAEKAPTPASPLERLVAEKGLRLSGTLLGPV

NTDB id 108753 ABWW24 RS03390 WP 353300694.1 PGTSGALPAPKVLSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEAEAPTPASPLERLVAEKGLRLSGTLLGPV 240
NTDB id 1026 TT RS05140 WP 011173435.1 PGTSGALPAPKILSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAE.KAPTPASPLERLVAEKGLRLSGTLLGPV 237
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SVAI LESKEGYLVVPAGSP IPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ
NTDB id 108753 ABWW24 RS03390 WP 353300694.1 SVAILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 295
NTDB id 1026 TT RS05140 WP 011173435.1 SVAILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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