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NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIG.GIGWQLGLGWAAVPLLLGAALALLDARPLLAVL 79
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 ...............................MRPSWTWGVGLGMGALVAAWGLFAPWAFLGL.........GLLPFLRLP 40
NTDB id 1035 TT RS08105 WP 011173974.1 ...............................MRPSWTWGVGLGAGALVAAWGLFAPWAFLGL.........GLLPFLRLP 40
consensus *!**!*****!!*******!*!***!!***! ***!*!***

logo

A
F
L
ALGGFGLGVYLGASRAHLFLQAREFPDLRP I

E
A
PPWI

G
G
AALVVEGVFTALVRGHGW

F
DGQFL

T
T
R
L
A
D
E
E
G
P
H
KAR

L
V
L
A
W
L
V
A
S
P
H
K
YPRPQLGPPDGERVYVRVLARGRLI IARPPDQGRRTI

N
NTDB id 1311 DR RS09490 WP 010888489.1 ALLGGGLGYGSAHLQAREPDRIAPWIGALV...TLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRI 156
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 FALGFGLVLARALL...FPLPEPPWGAAVEGVFAVRGGF....TRAEGH..LLWVSHYPPLPDGRYRLRGRIAPPQGRTN 111
NTDB id 1035 TT RS08105 WP 011173974.1 FALGFGLVLARALF...FPLPEPPWGAAVEGVFAVRGGF....TRAEGH..LLWVSHYPPLPDGRYRLRGRIAPPQGRTN 111
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NTDB id 1311 DR RS09490 WP 010888489.1 PGGFDQAAWLRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFS 236
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 PGGFDQRAWLLSRGAKGVLRAE......SAEPLGPLPDWREGFRERLGAGLSLEAREVVEGLVLGDKGGLE........A 177
NTDB id 1035 TT RS08105 WP 011173974.1 PGGFDQRAWLLSRGAKGVLRAE......SAEPLGPLPDWREGFRERLGAGLSLEAREVVEGLVLGDKGGLE........T 177
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NTDB id 1311 DR RS09490 WP 010888489.1 VRDAFARAGLAHLMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMV 316
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 AYPLFQRAGLAHLLALSGLHVGVLVGFAVLGL...YPLGRWRYLLALALLPFYLL.LAGPSPSLVRASLMAGLSLLGLFL 253
NTDB id 1035 TT RS08105 WP 011173974.1 AYPLFQRAGLAHLLALSGLHVGVLVGFAVLGL...YPLGRWRYLLALALLPFYLL.LAGPSPSLVRASLMAGLSLLGLFL 253
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NTDB id 1311 DR RS09490 WP 010888489.1 GRGRPDPLGIVALTASACLLLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHN 396
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 GLGGAGVVQALGLALFLQLLLRPEALLGLGFQLSYLAVLGLALVLPA.LRLPPGPRGYLLGGVAASLAVQAFLLPLLLHR 332
NTDB id 1035 TT RS08105 WP 011173974.1 GLGGAGVVQALGLALFLQLLLRPEALLGLGFQLSYLAVLGLALVLPA.LRLPPGPRGYLLGGVAASLAVQAFLLPLLLHR 332
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NTDB id 1311 DR RS09490 WP 010888489.1 FGQLPLVGLPANLLAAPIMAVLVPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAA 476
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 FGFAPLLAPLANLLALPLVALLVPLGFLKLFLGALP...APLVEPLAQGLLLLAGLAAQGPLLRWGEIAPVGFALYYLGL 409
NTDB id 1035 TT RS08105 WP 011173974.1 FGFAPLLAPLANLLALPLVALLVPLGFLKLFLGALP...APLVEPLARGLLLLAGLAAQGPLLRWGEIAPPGFALYYLGL 409
consensus !!**!!****!!!!!*!**!*!!!!!!!***!!*** ***!*!!! *!!**!******!*!*!!**** !!**!*!**
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GLPLAQALWRPPKAPRLEDLVWFMLDVGQGDATLLLARVMPGGLGTEMVLVDGGGRSAVEGKSGDYDVGRGETAVLVPR
NTDB id 1311 DR RS09490 WP 010888489.1 VAGMGWLLGRVRGQAALTIALACAALSWLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLP 556
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 LPLLFALHRRLPWRRALLLASL.PALVGLLAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAEKG......EAVVR 482
NTDB id 1035 TT RS08105 WP 011173974.1 LPLLFALHRRLPWRRALLLASL.PALVGLLAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAEKG......EAVVR 482
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NTDB id 1311 DR RS09490 WP 010888489.1 ALRALGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPV 636
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 ALRALGVEALELLVATHPDADHYGGLLRVVEEVPVGLALLAPG.....FPEDHPLAEALRARGVPAVRAAAGTRLKVGRG 557
NTDB id 1035 TT RS08105 WP 011173974.1 ALRALGVEALELLVATHPDADHYGGLFRVIEEVPVGLALLAPG.....FPEDHPLAEALRARGVPVVRAGAGTRLKVGQG 557
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NTDB id 1311 DR RS09490 WP 010888489.1 KVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLI 716
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 EVRVLWPEA..LSGDDNQDGLALLLDFGRGRALLLADLPREVEARLPVGEVEALKVSHHGSQSGTSEALLERTRPQVALI 635
NTDB id 1035 TT RS08105 WP 011173974.1 EVRVLWPEA..LSGDDNQDGLALLLDFGRGRALLLADLPREVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALI 635
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NTDB id 1311 DR RS09490 WP 010888489.1 SVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP... 755
NTDB id 108718 AB4Y54 RS10460 WP 353300373.1 GVGPNPFGHPHPEVLERLKRHGAEVRRTDQDGAVRVLFGYAW 677
NTDB id 1035 TT RS08105 WP 011173974.1 GVGPNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
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