
logo MKKVLLI ILTLCPSALLASTLSASFFAADYTQYEKLPHSPEDESFKAAKYFTKKQDNSCSLQLVMLDKYFYYLINCYDYSNYLKGTKAI
VAYRKLEVAKDI

NLNKQGGEHQIKKRPRFQE
NTDB id 1086902 CLC19171 RS04705 WP 039668482.1 MKKVLTLCALA.LSSFAYTQYELHPSFKAYF..KDCSLLMDKYYYINCYDYNYKGTKAIAYKLEAKILNQGHIKKRPRFQ 77
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
consensus !!!***! *!**!****!!!!*****!**!!*** !!***!!*!!*!!!!!**!!!!!*!!*!!***!****!!!!!!!*

logo

E
DDTNLIPKKYRTYTWESDYLKRNSGYTDRGHVTVLPSNQASMNRAKTPTQAQLRSTFLMSNITPQKNKPDQINAQER I

VWNEKI EQKRERYQLVAKLSKNLKGESLEVL
NTDB id 1086902 CLC19171 RS04705 WP 039668482.1 EDTNLPKKYRTYWEDYLRSGYTRGHVVPNQSMNATPQAQLSTFLMSNITPQKKDINAEIWNEIEQRERYLAKKNKELEVL 157
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
consensus *!!!*!!!!!!*!*!!**!!!*!!!***!*!!**!*!!!*!!!!!!!!!!!***!!***!!*!!*!!!**! !***!!!!

logo NLVLNYDDNKNPKQRIRKNQNIA IPSFSYI
T
VKI LKAGDEKNFSKECYKQVPNNHEDNVFEADNKEFNDI

L
R

N
R
I
K
Y

F
YKEIVKDCKDNKFIY ID

NTDB id 1086902 CLC19171 RS04705 WP 039668482.1 NLVLYDDKPKRIKNNIAIPSFYVKILKAKNFSECYKVPNNDNFAKFDRNYFKEDCKKYID 217
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENEN.LRIYKVKCDNF.. 217
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDEN.IRKYKIDCDKI.. 217
consensus !!!*!!**!*!!*!*!!!!!*!*!!!!**!!*!!!*!!!**** ** ** *!**!***
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X ≥ 50% conserved


