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NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNSP 80
NTDB id 1086489 ACLF6M RS17380 WP 412027834.1 .....................................MA.......DPAATLGGWLRR....LLPQPCPGCGAQLG..AE 30
NTDB id 1312 DR RS07135 WP 027480036.1 ...................................................MIDLLRV....LLPRACPGCGAQLG..RA 23
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 FGVCSACQAWLEHGYRCARCGLPTLTPVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRLAKLLATQ 160
NTDB id 1086489 ACLF6M RS17380 WP 412027834.1 RGLCPVCRAGLRPR.............VDSHSPLRD..RAQPHLISLGEYRGVHRRAVRALKFGGARDLADVLGEALADG 95
NTDB id 1312 DR RS07135 WP 027480036.1 AGLCDRCRAELRPR.............VERHSPLSA..QATPHLVTLGRYQGVPRRAVRALKYGGARDVAGPLGRALAAG 88
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 INE..PAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGLSKAQRIHNLRDAFVLNHPPN 238
NTDB id 1086489 ACLF6M RS17380 WP 412027834.1 VPHAWDVRAVVPVPLHASRQRQRGFNQAALLGHALAARLGVPCVD.ALIRTRATGQQARRHAAQR.DHMDGAFALRGVLP 173
NTDB id 1312 DR RS07135 WP 027480036.1 VPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLP.LLTRTRATAQQAKLHASERSSNLAGAFAVRGAVP 167
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 QPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
NTDB id 1086489 ACLF6M RS17380 WP 412027834.1 PGAVLLVDDVLTTGSTLKACQEVMLASGVSEVYAAAVAR......... 212
NTDB id 1312 DR RS07135 WP 027480036.1 PGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR......... 206
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