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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 .MALSIGDRRLGAILLEQGYVNDADLQKALVRHAEVGGRLAEILIGAGMVGEKRIARAIEEALGIPLVNLMVVQPDGQAI 79
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 MAVRAQTALSSLAFPFAI..EGSTLRVALVDPLSSICIEALEDDSGLMIEPYQALRDEINWAIATHYPELGLTPVAPETV 157
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFAL..EGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRIL.VRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 .IEGAGGGKLGQRLISRGLITDAQLQVALDAQQQTGEPLGATLYAQKAISEDQLYEVLADQIGAVYLKNPRDFKPTEEVL 236
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 GTMLRADALRLSAVPVDESGGSVTVVASDPRKREDIEALIGRRVQFLVAKPRDVESLIEKYYPQRGRLGEQMVQQGTLSR 316
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 AQLREALQVQAREGRVKPLGEVIIELGFAGADEIDTALQKQNSGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPVQ 396
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 NPPDPKVALMIPEATARRYAVVPVRLQGESLIVAMKDPRNVFALDDLKLITGR.....EVLPAVMAEKDIIRLIERYFGN 471
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGE 472
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAE........EEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYS 549
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 KDMADLNQRLVQESNKRDKDAKRADDVDISAGLDDNAVVRVVDNLIREAALQEASDIHIEPTEHDVRVRYRVDGVLREQN 551
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQS.....QEADL.SVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQN 546
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NTDB id 1028 TT RS08215 WP 011173991.1 TLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGV 629
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 SLPKGAAQSMLARIKIMGQLDISERRIPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSEHN 631
NTDB id 1306 DR RS10060 WP 027479822.1 SFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYN 626
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NTDB id 1028 TT RS08215 WP 011173991.1 FERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQ 709
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 YQRYLDVIHKPNGIFLVTGPTGSGKSFTSFSTLKRIAVPEKNTTTIEDPVEYEIPGIIQSQVNPVAGMTFARALRAFLRQ 711
NTDB id 1306 DR RS10060 WP 027479822.1 YARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQ 706
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NTDB id 1028 TT RS08215 WP 011173991.1 DPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVK 789
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 DPDIIFVGEIRDTETAKIAVEAALTGHLVLATLHTNDAPGAIVRLEEMGVEHFNIGAAVVGVVAQRLVRKVCPDCKAPTN 791
NTDB id 1306 DR RS10060 WP 027479822.1 DPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTN 786
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NTDB id 1028 TT RS08215 WP 011173991.1 PDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLRED 868
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 ADPDVLRRLGITERDLRGAQLMRGAGCPRCGGTGYKGRMGIHELMVIDEPLRIAIGSGKNATEINDVAINQCGMKTLRQD 871
NTDB id 1306 DR RS10060 WP 027479822.1 ADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQD 866
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logo GLI EGYKALQGLITTLEEVLARVTAISEKS
NTDB id 1028 TT RS08215 WP 011173991.1 GLYKALQGITTLEEVLARTIE 889
NTDB id 1086485 ACLF6M RS16590 WP 412027683.1 GIGKALQGITTLEEVLAVTSK 892
NTDB id 1306 DR RS10060 WP 027479822.1 GIEKALQGLTTLEEVLAVTAS 887
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