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NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 .......................MARTTGARGRVAWPIPTVLGVIGGILLSLGVWWGSVALLGGALLALVDARPLLAVLA 57
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLA 80
consensus *********************** * * !!*!!!*! !!*!!!! !!* !* !*!! !! !!!*!!!!!!!!!!

logo LLVGGAGALGFYGSAHRLQVASRVERPTDAR I
L
A
RPWI

LGALQVTLERGEHWDGQFLTLDREPKRARVAVLAPKPARAQGRPGEHLVRVVASGRL IVARPDGRR I
TPGGF

NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 LVGGAAGFGSARLVSVRTDALRPWLGAQVTLEGEWDGQFLTLREPRARVVLAPKPAARPGHLRVSGRLVAPDGRRTPGGF 137
NTDB id 1311 DR RS09490 WP 010888489.1 LLGGGLGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGF 160
consensus !*!!* !*!!!*! *! * !!*!! !!! !*!!!!!!!! !!*!!! !!!!! !!** ! !!!* !!!!! !!!!

logo DQAAWLRASQGGLVFLLVPTPKTAVLVARAERVKRKSHSEVPREGRGALRGWFRQRGLSTAGHLPSPRNQAALMQTAI
VELGDERGNDIGREDTFADEGFYASVRDA

NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 DQAAWLRAQGGVFLPTPTAVLVAARVRSSEREGGARGWFRQGLTAGLPPRQAALMQAIELGDRNDIGREDFAEGYAVRDA 217
NTDB id 1311 DR RS09490 WP 010888489.1 DQAAWLRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDA 240
consensus !!!!!!! !!!* *!!! !!!! ! !* * *! ! !!!!! !!*!*!*!!*!!!! !*!!!*! !!!!! ! !!* !!!!

logo FARAGLAHLMALSGQNVAL ILTGTVL IVWLLGFWALGRALGRPGSWRYGLVPAAFLL IPFYLLLLVGALSTPS ITRAVI
LMGFGVAVLLVALAMVGRGKR

NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 FARAGLAHLMALSGQNVALITGVLVWLLGFARLGPGWRYGVPAFLLIFYL.LLVGLSPSITRAVIMGFVVLVALAVGRGK 296
NTDB id 1311 DR RS09490 WP 010888489.1 FARAGLAHLMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGR 320
consensus !!!!!!!!!!!!!!!!!!!*!! !*!!!!* ! !!!!*!! !!*!!!*!!!! *!!!!!!!*!! ! !*!! !!!!*
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VGFQRLSFLAVLGLLTLASGKRALADRLPAQARLWPQYWLKRLALVAATVLAELATLPVIAGHNTFGQL
NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 VDPYGLTALAALVCLLLFPLWLLDIGFRLSFLAVLGLTLAGRAADRLPAALPYWLRLAVAATVLAELATLPVIAGTFGQL 376
NTDB id 1311 DR RS09490 WP 010888489.1 PDPLGIVALTASACLLLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQL 400
consensus *!! !* !! ! !!!!!!!!!!!*!! !!!!!!!!! ! !* !!!!! ! !!*!!*!!!!!!!!!!!!!!!* !!!!

logo PLVGLPANLLAAP I
VMAVLVPLTGFLVAGLLGPAAGAGLPLVNLWALNVARPVLADSALLGWI

VAQWATAFGQSAFPVLGPWGTLVGSAPAGGFVI
LAYALVACAGVAGMV

NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 PLVGLPANLLAAPVMAVLVPTGFVAGLLGPAAAPLNLLNRVLADALLGIAWAAGQFPVLPWGTVSPAGVIAYAVCAGAGV 456
NTDB id 1311 DR RS09490 WP 010888489.1 PLVGLPANLLAAPIMAVLVPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGM 480
consensus !!!!!!!!!!!!!*!!!!!! !!*!!!!!!!****! *!! !!! *! ! !!!*!!!* **! *!!!**! !!*
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NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 LWLLGRVRARAVLGTVLACTVLTTLPGRLHPPRDLVFLDVGQGDSTLLRVPGLTMLVDAGGSVNSDYDVGGRTVVPALRA 536
NTDB id 1311 DR RS09490 WP 010888489.1 GWLLGRVRGQAALTIALACAALSWLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRA 560
consensus !!!!!!!* ! ! !!! !* !!* !*!*!*!!!!!!!!!! !!!!!!!!!!!!!*!!!! !!!!!! !!*!!!!!



logo LGVRKLDVVVATHADTDHI EGLSTSVLRGSLPVGELWI
VGHQLRKKAAGDGDPVLDAVLATAAQRAERNRVPVRQI

V
R
TRGDQRI

V
S
TAAGGPLVKSVTAV

NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 LGVRKLDVVVATHADTDHIEGLTSVLRSLPVGELWIGHRK..AGDPVLDAVLAAAQARRVPVRQVTRGDRISAAGLSVTV 614
NTDB id 1311 DR RS09490 WP 010888489.1 LGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTA 640
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!*!* !*** !!!!!!!! !! ! !!!!!* !!! **!*** !!

logo LWPPVGNVWSTADNDNSVALVKRVEDSGAPFWRSATALLGDLAPDPAEASLMIGPVGHRLVNTLLKAAHHGSRFYSTGAEAVLLAKQATKTPKQDHAVLVI SVGR
NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 LWPPGNVWSTADNDNSVAVKVESGAWSTALLGDLADPAESMIGVGRVNLLKAAHHGSRFSTGAALLAQATPQHAVISVGR 694
NTDB id 1311 DR RS09490 WP 010888489.1 LWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGR 720
consensus !!!*!!!!!!!!!!!!!!**!! !** !!!!!!*!!!! *!!*!** !!!!!!!!!!*!!! !! ! ! * *!!!!!

logo NTYGHPNTAQADVLDGR I
L
A
QAAGATKVWRTDEQVGTI

V
R
TWPLVP

NTDB id 1086480 ACLF6M RS12035 WP 412026848.1 NTYGHPNADVLGRLQAAGTKVWRTDEVGTITWPVP 729
NTDB id 1311 DR RS09490 WP 010888489.1 NTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus !!!!!! !! !* !!! !!!!!! !!!* !!*!
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