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VAGEQYLRKKGGSKLQVYVIL
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1086362 ACLD71 RS02400 WP 137675451.1 MATRGINKVILVGNLGQDPEVRFMPNGGAVANITIATSESWRDKQSGEQKERTEWHRVVLFGKLAEVAGEYLKKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGSGRAQSNGQSEQGNSGDQGFMGGPQAAGSPMNQYDEQGGMGNAVPAQQQGNSENSGYWNGGQAPQSPQEQPAAYKPQQRHAPQATPQMNTQAYNQQGGFYQSDQSNQR

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD........EGYGQSQEAYQRPAQQ.......SR 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE........EGYGQSQEAYQRPAQQ.......SR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQG.......SGWNQAP.....AQTNYNQGGYSDN 142
NTDB id 1086362 ACLD71 RS02400 WP 137675451.1 EGQLQTRKWQDQNGQDRYSTEVVVQGFNGVMQMLGGRQGGGQGQSMG..GAPQQQNNWGGQQQAAPQAAPTAQQGGFQQQ 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAKQHQPM......... 151
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 QP....AP.....DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QP....AS.....DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNN..NFNGGNA......TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1086362 ACLD71 RS02400 WP 137675451.1 APQQQAAPQQGGYQQQAKPAAPQQAPQQAAPQFNEPPMDFDDDIPF 204
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....................QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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