logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1131 NGFG RS05740 WP 003695064.1

1103 NMB RS07590 WP 002212976.1

1390 A4U84 RS00055 WP 021115958.1
1086362 ACLD71 RS02400 WP 137675451.1
1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1131 NGFG RS05740 WP 003695064.1

1103 NMB RS07590 WP 002212976.1

1390 A4U84 RS00055 WP 021115958.1
1086362 ACLD71 RS02400 WP 137675451.1
1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1131 NGFG RS05740 WP 003695064 .1

1103 NMB RS07590 WP 002212976.1

1390 A4U84 RS00055 WP 021115958.1
1086362 ACLD71 RS02400 WP 137675451.1
1166 A1552VC RS00795 WP 000168289.1

consensus

A>AS#NKV

DR RGN

Wkt uta E TR o)

NKVILIGRLGRDPEVRYMPNG AV@NIFSVATSETWND NG RIJERTEWHNIT YRKLAE AGQYLKKGEIVY
NKVILIGHLGEDPEVRYMPNG AV[ENJSVATSETWND PG RIYERTEWHRNIT YRKLAE AGQYLKKGERVY
NKVI GNLG DP REMPNG AVAJ SVATSE WNDKJ GER EMTEWHRIEE R [JAEVAGQYL KGSRVY

NKVIL GNLG DPEVR MPNGEAVAN  ATSE WEDK®N GE[F ERTEWHR MKLAEVAG YLKKGS@vY
NKVILIGNLG DPEVRYMPEGAVAN  ATSETWRDKN GEW E TEWHR T YMKLAEVAG YL KGSWvY
R N N o N Ry R I Ry Ry i ey i i oy Ry ey oy e e N N NN N

E QRK QDSB @RYE ; VAQ ?!NDE 3\. R NENGECARE . o noQE e 00k
........ NG GQN YQRP .......SR

... . NEUKANGSWNENSHMPYE. . ... ... Ef GQSEEAYQRPQQ ....... SR

EG LTRKWQDQGQDRY TEIE] . D lQML-RG GNQG....... SAP ..... AQTMYNQGGYSDN

EGENLQTRKWQDQWGQDRY TE VVQGFNG T BNISIEGGEQEQSMG . . GAPQQQNN|UEGAEQMAPQARPTAQQGGFQQQ

|

Plskskskok | Dok Dsksk 1 oskosk |oskoskokoskosk sk k EEE AN

I x sk

iR R R N Q DDD

Q... .HP 174
Qlg. .. .58 174
YAQNN. .NFNGGNA 180
AEQQQAMPQQGGYQQQAKIZAAPQQININQ A APNF NEIZP Mpiisilihnziz 204
.................... 177

X non conserved
B similar
> 50% conserved

137
137
142
158
151



