
logo MWELVKASGGWI
MMLP I I LCSS IAALMAGI IVAVERLWTLRAPSRVTPEPHLLGQVWKVWIKDKQLNSKNEQKLKELRADNSPLGE I LAAGLAN

NTDB id 1086328 ACK3BE RS07865 WP 010461893.1 MWELVKSGGWMMLPIILSSIAAMAIVAERLWTLRASRVTPEHLLGQVWVWIKDKQLNKEKLKELRANSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!*!!!!**!* !!!!!!!*!!!!!*!!!!!!! !!!!!!! !!!!!!! !!!!!!!!!!!!!

logo SKHRGRE IMKEC I EEAAARVVHDELERYI
LNALGTIAAGI

MAPLLGLLGTVLGMIDE I FSAFMGSTGMAGTNAAPLVLAGGI SKAL ITTA
NTDB id 1086328 ACK3BE RS07865 WP 010461893.1 SKHGREIMKECIEEAAARVVHELERYINALGTIAAMAPLLGLLGTVLGMIDIFSAFMGTGMGTNAAVLAGGISKALITTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMA.NAPLLAGGISKALITTA 159
consensus !!*!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!**!!!!!!!!!!!!!!*!!!!!!!*!!**!!**!!!!!!!!!!!!!

logo AGLMVGIPALVFFHRFLLQRR I
VDELVVGMEQEAIKLVEVVQGDRDVDLAGEGKA

NTDB id 1086328 ACK3BE RS07865 WP 010461893.1 AGLMVGIPAVFFHRFLQRRIDELVVGMEQEAIKLVEVVQGDRDVDLAEGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!!!!!!!!*!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!
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