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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 MLAQITIKDFAIIDEVSLTFDDGLTVLTGETGAGKSIIIDAIQLLAGARASVEYVRHQAEQALIEGLFFIDSRSEGVQNL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 LEQFDIPVDYDEGSVVVERRITAKGKSICKVNGKLITLAVLKEIGRQLIDIHSQHETQSLMNPDSHINLLDHFAPERLQQ 160
NTDB id 352 BSU 24240 NP 390304.2 ...AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVES 157
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 TKEHYKELYDELQSLRRKYDELSHNEQEVVQRIDLLTFQWQELNEANLEPKEDEQLEEERRQLMNYERIFDGLNTAYESL 240
NTDB id 352 BSU 24240 NP 390304.2 ALKTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNAL 237
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 AAESHTLDYLGQAMTALESLEDVNDEFKQLSQQLKTSYYSLEELSHDLRNRVDDLEFQPGRLDEIETRLFELNRLKRKYG 320
NTDB id 352 BSU 24240 NP 390304.2 RSEQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYG 317
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 LELNELMTRMAEMEEELEQLHNKDTHLQSLEKEIQEVQKDALTEAEHLHKLRQEIANDLSEAIQYELKDLYLEKAQFDVS 400
NTDB id 352 BSU 24240 NP 390304.2 ATVEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTE 397
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 FSTQSGP.....VAWRDQNIKLMKQGLDLVQFLITTNPGEPLKPLHKVASGGEISRIMLAIKSILSQHQGITSVIFDEVD 475
NTDB id 352 BSU 24240 NP 390304.2 FKVRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVD 477
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 TGVSGRVAQAIAQKIHGVSSQSQVLCITHLPQVAAMADHHYLIEKDVTQKGFTNTSVQKLDQQETIDEVGRMISGGELTE 555
NTDB id 352 BSU 24240 NP 390304.2 TGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELK.DGRTTTRVKPLSKQEKVAEIGRMIAGVEVTD 556
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NTDB id 1086309 ACKXGF RS08815 WP 411953405.1 TTTQHAEELIKQAASLKS.. 573
NTDB id 352 BSU 24240 NP 390304.2 LTKRHAKELLKQADQVKTTG 576
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