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DLITVDVKGAVKSPGIYDLEVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE [EIS ()]; s TGSIGE
DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ Qs TGBJGT
DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ Q[ TGIRGT
DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ Q) s TGINGT
DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ Q| TGIRGT
SKNMRDAR TNV KIeNRYTINK ACSRAYTIENK ALNele MR DYNDENCERI WA SIS ENERAYANDIANLSVLGQSGTSQVSDKG
SKEERDOARCETNVNIZENR TINK A{CHAY T Ve ELYee My DI AR WA SIS EMER QYA NJDIANVSVLDQTGTGQVSDKG
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