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NTDB id 1073 ABD1 RS00865 WP 015451369.1 .. ........ MLTQESSHH HTLWYLVQH LVSFK . FG.C KATQP.DG KWSLGLH NHEKIMVNEFQTT 67
NTDB id 1043 HON27 RS16615 WP 168727007.1 . ......... MLTQESSHEMHTLIMMWYLVQHSLVSFK FG.NCEKATQP .DGENKWSSLGLHANHBKIHVNEFQTP 67
NTDB id 25 SA RS06185 WP 000593194.1 . i i .. ) 63
NTDB id 40 MW RS06080 WP 000593192.1 . e i 63
NTDB id 626 LCA RS04960 WP 011374694.1 . .. i, . LSTSHNWAIRSA .LEWNQ...... 58
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLESPSLELY . QT . ... TR. . 65
NTDB id 599 KW2 RS05940 WP 021037268.1 .. i it . . . RKESIN . 60
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ... ... ... ..... KT K QEIRLIS . 61
NTDB id 267 KZH43 RS05590 WP 000705306.1 ... . ... KT K QEIRLIS . 61
NTDB id 226 SPD RS05990 WP 000705306.1 ... ... KINTI K QEINLIS . 61
NTDB id 192 SPR RS05715 WP 000705306.1 ... ... KT K QEIRLIN . 61
NTDB id 157 SP RS06205 WP 000705306.1 .. ... KT K QEIMLIN . 61
NTDB id 497 SM12261 RS05565 WP 000705318.1 . ... .. ... ..... KT K QEIRLIS . 61
NTDB id 1085943 ACJWMC RS05865 WP 002891064.1 .. .. ... .. 'uu.no. NI K . KKIBRSIN . 59
NTDB id 407 SMU RS04605 WP 002262865.1 . i DI\| K . .RTQKS|ES|H . 59
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NTDB id 114 BSU 16110 NP 389493.1 VL.......... AAYREQGIN l l VG R AYKQV K 135
NTDB id 599 KW2 RS05940 WP 021037268.1 KK.......... KIAF S . AVGSRGSV K T 129
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AH.......... KIST P . RATNERNN S CRIK Q[¢] A KEAAN'S Q 130
NTDB id 267 KZH43 RS05590 WP 000705306.1 AH.......... QIMFP . RTATNERY A CRIK Q[¢] A KEAAN'S Q 130
NTDB id 226 SPD RS05990 WP 000705306.1 AH.......... QINFP . ERTATAERIN A CIK Q¢ A KEAAS Q 130
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NTDB id 407 SMU RS04605 WP 002262865.1 KA. ......... NRIF P . AVVGSRNFAS[ANIGIEN . VISK Q 128
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