
logo MKKSKWLALAGVALLGSVGAVLVAACSSKSNSTSGTTYGNYI
VYNSSDPESTLDYITSNTGPTTKSTAVVTNGVDGLMEADKYGNLVPSVA

NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 MKKSKWLALAGVALLSVGVLVACSSKSSTSGTTYGNIYNSDPETLDYITSNTGPTTTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
consensus !!!!!!!!!!!!!!! !!*!*!!!!!! !!!!!!!**! !!!!*!!!!!!!!!!!** !!!!!!!!!!!!!!!!!!!!!!

logo EDWSVSKQDGLTYTYKIRKGI
VKWYTSDEGEEYAADNVTAKDFVTGLKHAADGSKAGAGI

LYLVQDS IAGLSDYLSGATNKDFSSNVGVK
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYAAVTAKDFVTGLKHAADSKAGALYLVQDSIAGLSDYLSGANKDFSSVGVK 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVK 160
consensus !!!!!! !!!!!!!!!!!!*!!!!!*!!!!!*!!!!!!!!!!!!!!!*!!!**!!!!!!!!!!!!!!!! !!!!!*!!!!

logo AIDEDHYTLQYTLKKQPEPYWNSKTTYGSLLSFPVNEDFLKSNKGKDFGKSTDPTS I LYNGPFLLKSLTAKSS I ELTVKNEHNYWDKK
NTDB id 324 STU RS16140 WP 011226306.1 AIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 292 STER RS06940 WP 011681419.1 AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 AIDDHTLQYTLKKPEPYWNSKTTYGLLFPVNEDFLKSKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
consensus !!!**!!!!!!! !!!!!!!!!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!

logo NVHFDAIKFLSYYDGSDQDEAQLEVRGFTDGAYNSFLARVYFPTSSNYSASVEKKYKDNI FYYTAPGAW
STSAIG I

VNLIDRQNSYKFYSTAKKT
NTDB id 324 STU RS16140 WP 011226306.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKT 320
NTDB id 292 STER RS06940 WP 011681419.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKT 320
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 NVHFDAIKLSYYDGSDQEAQERGFTDGAYSLARVFPTSSNYASVEKKYKDNIYYTAPGAWTSAIGVNIDRQNYKYTAKKT 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKT 320
consensus !!!!!!!! !!!!!!!!*!* !!!!!!!! !!!*!!!!!!*!!!!!!!!!!*!!!!!!*!!!!!*!*!!!*!!**!!!!

logo DASEKTSSTKKALLNKDFRQSAINFAIDRKTAYQSQMVINGKDGAATLGALVRNLFVPYSDFVSAGDKTFGDLVTAEKMSSYGDEWSGVNLF
NTDB id 324 STU RS16140 WP 011226306.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 292 STER RS06940 WP 011681419.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNL 400
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 DAEKSSTKKALLNKDFRQAINFAIDRTAYQSQVNGKDGAALALRNLFVPYDFVSAGDKTFGDLVTAKMSSYGDEWSGVNF 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
consensus ! !!*!!!!!!!!!!!!!*!!!!!!! !!!!!*!!!!!! !**!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*

logo

T
ADGSQDGLYNAEKAKATEFAKAKDETALQGAEDGVQFP IHLDLPVNDQTSASKI

LNVSAKQVAQSLKQTI EQKSLGSDENVVIDVINQLSSDDI
M
L
E
QN

NTDB id 324 STU RS16140 WP 011226306.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 292 STER RS06940 WP 011681419.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 ADGQDGLYNAEKAKAEFAKAKEALQGEGVQFPIHLDLPVDQTAKLNVSKAQSLKQTIEKSLGSENVVIDINQLSSDDMQN 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQN 480
consensus *! !!!!!!!!!!!*!!!!!!**!!**!!!!!!!!!!!!*!**!*!!***!!!!!!!!*!!!!*!!!!!*!!!!!!!* !



logo

V
ATLNAANAAAEDWDI SNGSVAGIWGSAPDYQDPSTYLDI FKTTSSENTKATFMGYDDPNNAAAAQVGLKDYDALLDNSAASETSTDLN

NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 ATLNAANAAAEDWDISNGVIWSPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLN 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLN 560
consensus *!!!!!!!!!!!!!!!! !*!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!*!!!

logo

A
VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAVI SRLTPFTGAYSMTLQVGDKSNSSASNDYFYIKYVKPQEKVVTKKEYEQSREKWLKE

NTDB id 324 STU RS16140 WP 011226306.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKE 640
NTDB id 292 STER RS06940 WP 011681419.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKE 640
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 ARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAYTQVGDKS.SADYYKYVKPQEKVVTKKEYEQSREKWLKE 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKN.SSDYFKYVKPQEKVVTKKEYEQSREKWLKE 639
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!**!!!!!**!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo KKAESNEKAQKDLEKHVK
NTDB id 324 STU RS16140 WP 011226306.1 KKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KKESNEKAQKDLEKHVK 657
NTDB id 1085862 ACJVG6 RS02750 WP 002886843.1 KKASNEKAQKDLEKHVK 656
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKASNEKAQKDLEKHVK 656
consensus !! !!!!!!!!!!!!!!
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X ≥ 50% conserved


