
logo

MMQTEQLKAYLNP I
T
K
S
D
E INYPNPFYQPR I

L
E
QFKSDTEKELAEELASQS IAKENGL IQP I IVRKSDI FIGYDEL IVAGERRLKRAACKLRALGLMNTEKIPAVI

V
I
V

NTDB id 1085838 ACJVC4 RS10315 WP 037598566.1 .MQEQLKALPISEIYPNPFQPRIEFSDEELAELSQSIAENGLIQPIIVRKSDIIGYELIAGERRLRACKRLGMTEIPAVV 79
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
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NTDB id 1085838 ACJVC4 RS10315 WP 037598566.1 KEVSDQESRKQAIIENLQRSNLNPIEEAKAYRSLINELAYSHEELAKAMGKSRPYISNALRLLQLPKEIQTSIENGKLSQ 159
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
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NTDB id 1085838 ACJVC4 RS10315 WP 037598566.1 GHARALLSVEDTQKQLTIYHQVLTEKWSVRTLEKRLQELPK.KQKSKKDIHIKDKEKELEKSLGLPVTLRYHKNHSGTIQ 238
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 240
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NTDB id 1085838 ACJVC4 RS10315 WP 037598566.1 IHFSTEEDFNRIINKLI 255
NTDB id 382 SMU RS09895 WP 011074697.1 ISFSSEEDFNRLMNKLN 257
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