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LV TAAOTERA L LA LY TRNRA

MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQI IDGLTIQQDEJASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

PR A VLAY RNV RN R 1AL
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ETPSLYEELTLREHLETVLMAYGLDVTEGM{YRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF

LA ELACRAR L ST (R AT LD (L

LGLDPLAISDLIELLAEEKANGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDESASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGRLEELRQTFGDDSASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG

ELS 243
ELS 243
ELS 243

X non conserved
B similar
>507% conserved

160
160
160

240
240
240



