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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 MAIDKLRLK.KIQP...MRQLGFLLGT.VFLLGGC..HSLNAIQNRPQPLPQDQYIQVYFNYNQAQGSNYTDPYRQINRP 73
NTDB id 1416 SGL RS14595 WP 010873643.1 ..MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQ 78
consensus *** !! *!**!*** !* !** *! *! **** ! !! !!!! !!!!!! !*! ! * !! ! !*
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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 GDNLEQIIIDNINSAKSSIDLAVQELRLPAIAQALVARQQQGIKVRVILENIYNQPIHSLAKNQEQLSDREQERYQNLFD 153
NTDB id 1416 SGL RS14595 WP 010873643.1 GDNFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE.....TEKDPFRYRGPLA 153
consensus !!! !!!!***! ! !*!!!!!!!!!!! !!!!!! *! !**!!**!!! !!!*!* ********** !! *
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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 LVDLNRDGKLSAEEIAQRDAITILKKAGIPLIDDSADRSKGSSLMHHKFMVIDHHTTLISSANYTLSDIHGDFSNPKTVG 233
NTDB id 1416 SGL RS14595 WP 010873643.1 YLDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRG 233
consensus *! ! !!**!* ! ! !!!! !!* !!!!!!* ! !!!! !!!!!!!!*!**! ***!!!*!*!! !!!* * ! !
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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 NANHLLVITNPPLARVFQKEFNLMWGRE....DRPRFGLDKPQRNPQTITIGNSSLTVKFSPDSTAYPWAITSNGLIGET 309
NTDB id 1416 SGL RS14595 WP 010873643.1 NANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQY 313
consensus !!!*!!!* !**!**! !!!!*!! **** * !!* !! !** * *! ***!!!!!!! ! !** !!!!!!*
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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 LNKAKKSVNLALFVFTEQPLANILDQRHQKEIEIKALIDPSFAFRYYSEGLDLLGVALSNKCRYEPDNQPWQNPINTLGV 389
NTDB id 1416 SGL RS14595 WP 010873643.1 LNQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGT 393
consensus !! ! **!!!!!!*!!*! !** !!*! !*!!!!!* !!!!!!!!!!!!!!! ! ! ! ! !! ! *!
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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 PALAAGDKLHHKFGLIDDKIVITGSHNWSRAANHQNDEALVIINNPTVAAHFDREFQYLYRTAKLGLPETIKNRIERDRK 469
NTDB id 1416 SGL RS14595 WP 010873643.1 PALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQ 473
consensus !!!* !!!!!!!!*!*!! !!!!!!!!!*!!!!*!!! *****!* *!!!* !! !! !!!*!* !!*!
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NTDB id 1085756 ACLB6K RS07605 WP 259679082.1 NCPQSV.......TVKSDRLINLNTATKEELDTLPGISGKLAEKIIAARQEKPFTSLEDLDRVSGIGKGKINKLQGKVSW 542
NTDB id 1416 SGL RS14595 WP 010873643.1 ECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
consensus !*** ******* * !!*!!! ** !!!**!!!! * !!!!! ! !*!!!!!!! !! !!!* !! ! !!!*!
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