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NTDB id 1029 TT RS02230 WP 011228203.1 298
NTDB id 1169 A1552VC RS11075 WP 000648511.1 303
NTDB id 1402 DSB67 RS12670 WP 010643257.1 302
NTDB id 1112 NGFG RS09215 WP 003689811.1 ATGIJAT “FL)QR FXRSHN  §NapsRs DIV FAAGVPLVDL STAGAJN 305
NTDB id 1113 AAA85695.1 219..1451( ) A GIgAI ﬁFL ARKITE T QRRMDIA FAAGVPLVDL STAGAJN 305
NTDB id 1085705 ACLB90O RS05230 WP 411851931.1 G I IDRYINY RISSIP SMQH TR AR NN IARFSRT TF.AGVPLV AL AGATG 314
NTDB id 1252 GC085 RS07730 WP 011213805.1 A G SIAF YEENEEIL EgA Q T} INKAR\TARF RTL TFAAG PLV AL 302
NTDB id 1198 PSJM300 03950 AFN76868.1 A DK QEVH TIfSIE 301
NTDB id 1016 ACIAD RS01680 WP 004920476.1 A 304
NTDB id 1059 ABD1 RS01610 WP 000279215.1 304
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NTDB id 1029 TT RS02230 WP 011228203.1 378
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVIGEESGE 382
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVEIIGEESG 381
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QM IGEESG LD MLNK 384
NTDB id 1113 AAA85695.1 219..1451( ) . QM IGEESG LD MLNK 384
NTDB id 1085705 ACLB90 RS05230 WP 411851931.1 . QMpy 393
NTDB id 1252 GC085 RS07730 WP 011213805.1 381
NTDB id 1198 PSJM300 03950 AFN76868.1 . 380
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD MLIKVAN YEEVDAVD L B 383
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVATGEESGALDBMLINKVAW YERYEVDNAVD L B 383
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 .. 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVAMYLPIF LiISV [N 407

NTDB id 1112 NGFG RS09215 WP 003689811.1 INL  AMYLP F LGNVV [ 410
NTDB id 1113 AAA85695.1 219..1451( ) T AMYLP F LGNVV i 410
NTDB id 1085705 ACLB90 RS05230 WP 411851931.1 V MYLPIFJALG VV [ 419
NTDB id 1252 GCO85 RS07730 WP 011213805.1 VGGLV AMYLPIFJULGSEAVER 406
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF GSVV. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF c. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
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