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NTDB id 1085491 ACLHWE RS01675 WP 193990784.1 MKTILTFIFVFCVIVIVHELGHFLFAKWSGILVREFSIGMGPKLFAHQGKDGTTYTIRMLPIGGYVRMAGLGEEEVEINP 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!*!!***!!!!!**!!*!!!*!!!*!!!!!!!!*!!!!!!*!!!*!!!!!*!!!!*!!*!!!!!!!!*!!***!!**
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NTDB id 1085491 ACLHWE RS01675 WP 193990784.1 GQPLSLELDENQIVKRINTSSKVQLANSIPIEVTAFDLEKDLFIKGNIYGDERKEVTYQVDHDATIIESDGTEVRIAPLD 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!!*!*****!*!!!*!*********!**!!!*!!!**!*!*!***!** *!!*!!!!!!!*!*!!!!*!!!!*!
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NTDB id 1085491 ACLHWE RS01675 WP 193990784.1 VQFQSAKLYKRMLTNFAGPMFNFLLTFVIFIVILFAQGGNRTADPSSTIGSLVPDSVAEKAGILPGDRVLEVNGQEIATF 240
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTST..NLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTST..NLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
consensus !!*!*!****!**!!!!!!!*!!*!****!!***!*!!!****** **********!***!***!!*****!*******
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NTDB id 1085491 ACLHWE RS01675 WP 193990784.1 EALTKKIQSSAD.....QELKLLVQRG.DKTETITLTPETQKTDDGKTQVVLGIYSSYKLEKLSFSGKLKAAVSQTITSA 314
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQES.....QGSYFLGVSPV...LKTGLKDKIFGGFQMAWEGA 307
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKS.....QGSYFLGVSPV...LKTGLKDKIFGGFQMAWEGA 307
consensus **!****************!***!*!*****!!!***!* * *****!!**** *!*****!***********!
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MFQVMSSAQVAASQEQSGFLMIVSVI LGDFLMAGTMLSVINLGIMFNLLIP IPALDGGKLI LVLMNLIVI EGAVIRRKPL
NTDB id 1085491 ACLHWE RS01675 WP 193990784.1 MAIFVALKGLLTGFSLNKLGGPVMIFQVSSQVAQQGFMVVLGFMATLSVNLGIMNLLPIPALDGGKLLLNLVEGVRRKPL 394
NTDB id 291 STER RS01205 WP 011680685.1 TAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPL 387
NTDB id 323 STU RS10650 WP 011225396.1 TAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPL 387
consensus *!!***!!!!*!*!!!!!!!!!!**!!*!*!****!****!**!**!!*!!!!*!!*!!!!!!!!!***!**!**!!!!!
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NTDB id 1085491 ACLHWE RS01675 WP 193990784.1 SPESEGKITIFGFAFMMILMVLVTWNDIMRFFFR 428
NTDB id 291 STER RS01205 WP 011680685.1 NQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 NQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus **!*!**!!**!*!*!**!!**!!!!!!!!*!!
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