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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 MTEKNQNRPRGGGGHGPMAKVEKAKDFKGTIKKLAAYIGSYKLPMILVVIFAIASTVFNIWGPKILSSAITELFNGLIKK 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL... 55
consensus ********************** ! * *!*!* !! * ! !!! ! !* * !! ! * !!***
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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 YQGTGGIDFTKIGGILLFMLGLYVVAALFGIFQGWIMSTISQKITYRMRKEISEKINRMPMNYFESRTTGEVLSRITNDV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ...AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDV 132
consensus *** ! !! !!! ! ! * !! *!! *!*!!* !! * !*! ! *!!!**!* !!*!** !* !!!*!!!!
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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 DTLGQSLNQSITQLITSTFTIIGVIIMMLSISVKMTGIAVLIVPISLILIMIVVKNSQKYFKTQQEYLGVINGKVEETIG 240
NTDB id 370 SMU RS04260 WP 002263294.1 DLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYS 212
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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 GYNIVRLFNEEENALKEFKEQNDILFKSAWKSQFLSGLMQPIMNFVGNLGYVAVAIFGGMMAYSGAITVGDIQAFIQYVR 320
NTDB id 370 SMU RS04260 WP 002263294.1 GHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 NLTQPIAQLAQVSNMLQSMAAAAERVFEFLGEEEEAQFAENPVKLDHVEGMVDFEHVNFGYTADRNIINDFSSHVEPGQM 400
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQK 372
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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 VAIVGPTGAGKTTMVKLLMRFYDVNSGAIKIEGHNIKDFNRGDLRKNIGMVLQDTWLFKGTIMENLRYGRLEATDEEVYE 480
NTDB id 370 SMU RS04260 WP 002263294.1 IAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIA 452
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NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 AAKAAHVHQFIQTLPGGYNMELNEESSNISQGQKQLLTIARAILAEKPILILDEATSSVDTRTEGLIQEAMNNLMSGRTS 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAKAVGVHHFIKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTS 531
consensus !!!! *!!*!! !!! !! ! **! *! !!!!!!!!!!!*! * !*!!!!!!!!!!!!!!! !!! !! *!! !!!!



logo FVIAHRLSTIKRDNADKL I LVYMQRDGDNI IKEQGSTHDEQLLMAAEGNGFYYAADLYNSQFETEEVAVAE
NTDB id 1085466 ACLHWB RS05100 WP 193989969.1 FVIAHRLSTIKDADKILYMQDGDIKEQGTHDELLAAGGYYAALYNSQFEEVAE 613
NTDB id 370 SMU RS04260 WP 002263294.1 FVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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