
logo MF
L
INNQRVMVLVGRLTRKDVPEDLRYTPSANSGSAAVGAHTVFSTMLAVNRQTSFKTNAQNSGDE I

READYFVINCTVLTIWRRKPQSTAETNFLTVALNFYCLTQRKKGSLAIVGVSVDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 1085424 ACLHWC RS00910 WP 126781406.1 MINNVVLVGRLTKDPDLRYTSSGSAVATFTLAVNRSFTNQSGDREADFINCVIWRKPAETLANYTRKGSLIGVVGRIQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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logo

S
NYENEQEQGVQNRVFYVTEVLQVCVAEDSTNFVRSQLMFMLDEPSRKPTNAGRTEGNTGKEASQAGRDKQSQGDEGGPYANSEFSQGDNDFNQSNPQSGSGNQGAQSQYFQGPSGSGQQNSDNNQGPSFGNTGQSNPSSSQNQTNPTGKQRNADRMNPAPQAGSFNGNSFRTDNQDADP

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEG....NSGGGQYFGGGQNDNPFGGN.QNNQRRNQGNSFNDDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQS......GFTSP.QQTGNAPAANNTQADP 153
NTDB id 1085424 ACLHWC RS00910 WP 126781406.1 NYENQQGQRVYVTEVVCDNFQMLESKNANEQRKQEPSFGDDNQ.PSQGAYQPSQQSNQSFNQSSSTPKNDMPSFGRDADP 159
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
consensus *!!!**!**!*!!!!**** ******** *** ** * * * *** ** * * * ** * ** ****

logo FGASNDNAGKQSAPQIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 1085424 ACLHWC RS00910 WP 126781406.1 FGS.ASQIDISDDDLPF 175
NTDB id 112 BSU 36310 NP 391512.2 ................. 113
consensus *** * **********
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