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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETD 63
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTS 63
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPE 63
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYY.NESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILD 62
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 MSQPSLESTLSHASAHGDLRGIAQRLVKHGLLTNAQAATAETTASDLEISLLQHVIESGLVDPNKATLAAGWEYGLPVIN 80
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLD 71
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFD 71
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLD 71
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSRYDYANLCQ.QLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRS 142
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LNQYEYASLCQ.TLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRS 142
NTDB id 1293 VP RS12240 WP 005479695.1 LSQYEYASLCQ.QLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRS 142
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRHYPRHRVLM.GVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRS 141
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 LEAVRLTSLPPAADYPVKVLQSLNVLPLARHGHRLTVAVPYPATLTRLDELQFATGLSIEGILAPVDQITVVLNSYLAHN 160
NTDB id 1251 GCO85 RS07725 WP 011946523.1 INCIDVGTIPV.NLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAK 150
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LDVYDTSQIPK.DLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEE 150
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGVFDPALFLK.DKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEE 150
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 IQGAANQGKE..ISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGIL 220
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LGQEKSGLKE..INQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGIL 220
NTDB id 1293 VP RS12240 WP 005479695.1 LSHEKSGLKE..INQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGIL 220
NTDB id 1110 NGFG RS09235 WP 003689817.1 TSLL..QELG.........EGQEEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQL 210
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 ERGMLD.ELDDVVSSLSI.MQNNGGNDVPLEESSQNSEDAPIVKFVNKILLDAIRRGASDIHFEPYEALYRVRFRVDGML 238
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ESQGLSEYVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGIL 229
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SSFDFNDE...EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVL 224
NTDB id 1018 ACIAD RS01685 WP 004920473.1 THFNFDTE...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVL 224
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 VETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKL 299
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKL 299
NTDB id 1293 VP RS12240 WP 005479695.1 IETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKL 299
NTDB id 1110 NGFG RS09235 WP 003689817.1 REVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQL 290
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 IEVARPPFAMRNRIAARLKIMARLDISERRLPQDGSIKLKLSR.TRSLDFRVNSLPTVYGEKLVLRILDPTAMQLGIEQL 317
NTDB id 1251 GCO85 RS07725 WP 011946523.1 HEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEAL 308
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDAL 303
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDAL 303
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 GYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEAL 379
NTDB id 1293 VP RS12240 WP 005479695.1 GYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1110 NGFG RS09235 WP 003689817.1 GFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAAL 370
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 GFTDEQRRHYEYALKQPQGMILVTGPTGSGKTVSLYTGINILNKVERNICTAEDPVEIKVAGINQVNVLPKIGLDFASAL 397
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGAL 388
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAAL 383
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAAL 383
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 RSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKH 459
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPY 459
NTDB id 1293 VP RS12240 WP 005479695.1 RSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPY 459
NTDB id 1110 NGFG RS09235 WP 003689817.1 KSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSS 450
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 RAFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTVHTNSAAETLTRLANMGVSSFNIASAVSLIVAQRLARKLCTH 477
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQ 468
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQ 463
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQ 463
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 CKIAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKAN 533
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CRQPQ.EPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIAN 532
NTDB id 1293 VP RS12240 WP 005479695.1 CKQPQ.EHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIAN 532
NTDB id 1110 NGFG RS09235 WP 003689817.1 CKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKE 529
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 CKEPI.DIPHEALRKEGFSSEEIH..QATIYKPLGCKHCT.HGYKGRIGIYEVVPITEAMRQLIMRDANALDIDQQVRKE 553
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSE 545
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKL 541
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETL 541
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 GMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 GMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 GMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1085323 ACK8HJ RS21535 WP 039858366.1 GYPSLHRSGLLKVMQGITSLEEVNRVSKE 582
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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