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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 MRTGMLALALGLLCLGFLPVLP........TVGWLVVMLLAALGCLATRVW....PLGCLLLGFCWACWSAQQALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFRWR....PLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 HSLDGRTLWLEGRVVGLPAVSAHGVRFELEEPAS.RRAELPRRLQLSWFD....................GPEIRAGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 RLAVTLKRPRGLLNPHGPDREATLLARRIGATGTVKAGELLEP..............VAGGWRDSLRQRLLAVDAWG.RE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 AALAALVLGDGSGLARQDWHTLQATGTVHLLVISGQHIGLVAGLVYGLVAG.......LARYGGW..PRRWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 AMTAALGYGWLAGFGVPVQRACLMLAVVLLWRLRFRQLSAFVPLLMALCGVLLVEPLASLLPGFWLSFGAVAVLIYCFAQ 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 R..............LGGWRPWQAWTRAQWVIAIGLLPAMLALGLPISLSAPLANLLAVPWISLVVLPLALLGTLFLPLA 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 GFGGLLLWLAGAALAGLFDVLTVAAQWQPAWIARQLPLLAWLLVLSGALIVLLPRGVP...MRGLGALMLLAL.WVPGKS 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 LPQGQVEVLQLDVGQGLAILLRTRNHSLLYDAGPARGES.DLGESVVLPTLRKLGVDQLDVLLISHAHADHAGGAAAVQR 564
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 GLSVERVVVGESEQ..........AFQAQSCETGQGWQWDGVDFSLWHWP......QGRSSNDRSCVLLVEAQGERLLLA 628
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 GDIEASAERAWLAAH..EGKRIDWLQSPHHGSRSSSTEAFIAATRPRGVLISRGAHNGFGHPHVQVLERYQRHGLAIHDT 706
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1085117 ACLIMG RS06760 WP 411564488.1 AIEGALSLRLGAQS..QVAGQRAQRRFWRDKE................ 736
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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