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NTDB id 108355 AACH39 RS15725 WP 215777744.1 MKQSLQLKVSQQLTLTPQLQQSIKLLQLSTVELQAEVERYLLENPLLERDEDTPGEPGL...PE..RPMESSHSEEVPKQ 75
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!**!!*! !!!!!!!!!*!!!!!!*!!! !!! ! !!!!!!!* * * ** **** ** ** !!* **!

logo

Q
S
E
P
PPAANGADH

Q
A
D
D
T
A
T
A
SEAPGSMYEANGLSDFDSDYGTERQSDWGSLSDGDSFGATGRKSGPGQSDYDEDDEFRADPFMQYLNRVEPACEHPQTLQREFLLLMESQLAGEP I

L
D
KLPSPQR

NTDB id 108355 AACH39 RS15725 WP 215777744.1 QE........QDTASEPGMEAL...........QDWGSGSGTGSGGSYDDEFDPFYNVPCHQTLRELLLSQLGEIDLPQR 136
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus ********** !* ! *********** !! * ! *!* ! ****! !! !* !!*** !**!
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NTDB id 108355 AACH39 RS15725 WP 215777744.1 DHAVVQLLIEELDDDGYLTTPLAELVASLPEELALDEDELAVGLRMLQQFDPPGVGARSLPESLQLQLARLPASTPGKSL 216
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPL 238
consensus !***! !!! !!!*!!!! *! !**! !! !! ** !!! *!!!!! !!!*!*!!!! *!*! !!! !!****!*!*!

logo AGLDTI IVANQHLAELLAGARDYTRLKRKALLGSTVDSDDGAELKRAEAHQETL IARRSLANPFRPAGHSAGFDGARARDEATDHFYVTVPDVTVVRKRTAKAGGRWMVAEQLNPSDSAVMVP
NTDB id 108355 AACH39 RS15725 WP 215777744.1 AGDIIAQHLALLGARDYTRLRKLLGTSDDALREAQTLIARLNPRPASGFDARDTHYVTPDVTVRKRKGRWVAELNSSAVP 296
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus ! !* !!! !!*!!!!!!!*! ! ! !* !* !! ! ! !***! * **! !!! !!! * !*! !!* *!
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NTDB id 108355 AACH39 RS15725 WP 215777744.1 QLRVNQIYARMLSENRQQSG..DLGSRLQEARWLVKNIQQRFDTILKVSEAIVDKQQAFFEQGEVAMRPMILRNIADELG 374
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!*! *!! *! ! !!** ! *!!!!!!!*!!!!!!!!!!!*!! !!!**! !! *!!*!!!!**!! !!! !!
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VSRVTTNQKYLMALCTPMRGLTFELKYFFGSAHLVESTDESTGEGAEACSASTAIKRAHL IKRQRL IVEGAQEDNPKSNRPLSDSAR IAELQLGSESQGFIQVVAR

NTDB id 108355 AACH39 RS15725 WP 215777744.1 LHESTVSRVTTQKYLLCPRGLFELKYFFGSALETDSGEECSATAIKAHIRRLIEQENPSRPLSDSAIAEQLSSQGIQVAR 454
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!!!!!*!!* *! ! !!!!!!!!!** !**! *! !!!*!*!* !* ! ! !!!!! !!! ! !! !!!

logo RTVAKYREALMKQIAPAPVNLQRKASL
NTDB id 108355 AACH39 RS15725 WP 215777744.1 RTVAKYREAMQIAPVNQRKAL 475
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!* !**!! !! !
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