
logo

MS
M
Q

E
D
V
I
L
M
S
F
I

M
Q
V
Y
A

F
I
L
Y
F
Y
M
I
N
Q
V
N
D
L
P
S

L
P
W
T
F
A
L
A
I
P
F
L

P
W
Y
V
L
P
W
I
V

A
F
L
V
A
G
T
A
I
V
L
L
V
F
S
GLCIL IVGSFSLNVLVIHWYRVTLPVKRGIMEVMREGLQRGDEWTQRARVQFEACKAQAEMHLSFLPNLEPPEYGKLQTIPDETIDEIPEVDPEKHSRGERVKTFYLNTI

P
L
A
M
N
V
S
F
L
V
W
KPDPARSCTHSCQPHQKACDGHQRVHQTQVP

NTDB id 1305 DR RS10600 WP 010888696.1 ........MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGE........................NIAFPPSHCPKCDHP 48
NTDB id 108354 AACH39 RS14475 WP 338620465.1 ....MMI....SLLPWWLVGLFGLLIGSFLNVLIHRLPRMVRG................EVSGVYNPVWPRSHCPACRHV 56
NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDLSVL....SPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLTDDESRTFNLMKPDSCCPKCRVP 76
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIIDHERLTLNKPASSCPACQQP 80
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIIDHEKLTLSKPASSCPACHQP 80
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEPPKETLTLSVPRSSCQQCGTQ 76
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITPPEGKLTLSLPRSTCPHCQTP 76
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NTDB id 1305 DR RS10600 WP 010888696.1 LKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLTGVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTL 128
NTDB id 108354 AACH39 RS14475 WP 338620465.1 LRARDLVPVLSWLCLRGRCAFCRAGISARYPLVELLTGSCFALLAWRAGDAYWLL...GGLWLTACLIALLVIDAETGLL 133
NTDB id 1111 NGFG RS09220 WP 003689814.1 IRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITL...GGLILTAFLISLTFIDADTQYL 153
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQML...FGLVLTWVLIALTFIDFDTQLL 157
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQML...FGLVLTWVLIALTFIDFDTQLL 157
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTV...ALVFFTFVLIAATFIDLDTMLL 153
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAV...ALLFFSYVLIAATFIDFDTLLL 153
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NTDB id 1305 DR RS10600 WP 010888696.1 PDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGALMGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLG 208
NTDB id 108354 AACH39 RS14475 WP 338620465.1 PDSLTLPLLWAGLLFNLNGAR.VP.........LSQAVLGAVA..................................... 166
NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSMTLPLIWLGLIFNLDGGF.VP.........LQSAVLGAVA..................................... 186
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PDRFTLPLAALGLGINTFNIY.TS.........PNSAIWGYLI..................................... 190
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PDRFTLPLAALGLGINTFNIY.TS.........PNSAIWGYLI..................................... 190
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PDQLTLPLMWTGIALALAGISPVS.........LQDSIIGAMA..................................... 187
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PDQLTLPLLWGGIALALLGFSPVS.........LSDAVIGAMA..................................... 187
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NTDB id 1305 DR RS10600 WP 010888696.1 LLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLALSSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWI 288
NTDB id 108354 AACH39 RS14475 WP 338620465.1 .......................................G.................................YLVLWLL 174
NTDB id 1111 NGFG RS09220 WP 003689814.1 .......................................G.................................YSSLWLL 194
NTDB id 1061 ABD1 RS18470 WP 001152280.1 .......................................G.................................FLCLWIV 198
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 .......................................G.................................FLCLWIV 198
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .......................................G.................................YLCLWSV 195
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .......................................G.................................YLSLWSI 195
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NTDB id 1305 DR RS10600 WP 010888696.1 YWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIFAGAVLGLVQLALKQE...NRVKFGPYLA 365
NTDB id 108354 AACH39 RS14475 WP 338620465.1 YWCFRLLT..........GREGLGYGDFKLLAALGAWLGWQALPPLLLLSSLTGLVAAGILMLLRRMSRRDALPFGPFLA 244
NTDB id 1111 NGFG RS09220 WP 003689814.1 CAVYKLLT..........GKTGMGNGDFKLIAALGAWLGISALPVLIFVSSLIGLVAAIV....MRVAKGRHFAFGPALT 260
NTDB id 1061 ABD1 RS18470 WP 001152280.1 YYLFKVIT..........GKEGMGYGDFKLLAALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIA 266
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 YYLFKVIT..........GKEGMGYGDFKLLAALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIA 266
NTDB id 1403 DSB67 RS12675 WP 010643256.1 YWLFKLLT..........GKEGMGYGDFKLLAALGAWLGWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLA 265
NTDB id 1170 A1552VC RS11080 WP 000418747.1 YWLFKLLT..........GKEGMGYGDFKLLAALGAWLGWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLA 265
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NTDB id 1305 DR RS10600 WP 010888696.1 LGAVVALLWGGPLL...DWYRGLL.GM.. 388
NTDB id 108354 AACH39 RS14475 WP 338620465.1 LAGWMYWLWGAA................. 256
NTDB id 1111 NGFG RS09220 WP 003689814.1 VSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IAGWVSLIWGHQIL...NWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IAGWFALLWGDKVI...DWYFTTWVGQPL 291
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