logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1083436 ACLIN3 RS05465 WP 411566255.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1083436 ACLIN3 RS05465 WP 411566255.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GC0O85 RSO7730 WP 011213805.1
1083436 ACLIN3 RS05465 WP 411566255.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

NGGFSLEF
NGGFSLFJA

D INIF RQLATM
DITIFTRQ ATM
DITIMTRQLATM
DIT FTRQL TM
DIT FTRQL TM
DIT F RQLATM
DI FTRQLATHH
DIIY FTRQ ATM
DINIFTRQLATM

DITIFTRQLATM
Lok otk | Lok |

LR ek

LA

FAYE

Kv. KVK E
FSLFéFﬁY K YéFQA QSDH
PVEQNK RDEQ
...... HPQ KNMRMKEMNS S

KKEKRJJT
KKEKRJJT
PPELT|gH
...... KDSSTIMA
...... BIKNSV|IT
TQVEP Vj3A
A
*

PT|gA

* *

KAG PL QAF
JAG PL QAF
ld G PLVQAF
KAG PL QAF
KAGVPL Q F
KAGVPLVQAF
KAGVPLVQ F

;A EAE@E,%J_

ERED RTAARLLRDRG F

@A g|\ag

E@E&\gg‘gﬁw V sskneALR e

IVA GI® NPEIMRE
*k | Pokokokoskkkkk %

AR E e ol

élﬁQVEE§§5§£E%$ERI

HY=YEs L]

AE[MEPGKGEQAEVRIPA

KN@EFEGL .
KN LEGL

IRSIREAE S NHIZKNRNR FMQIAY
IRSIREVE S N HIZKMRNR FQIAY

* %k %k * x| * %k

EAEdBL A

FIN4FGA LPAFTQRIV

FIQ4FGAELPRIF TQNV
ARNNIGAELP
ARNNIGAELPAJRT QEyV

FIQYEFGA LP ATV

FANFGAELPAF TRV
FIWSJFGA LPAFTQIRV
FANJFGA LPAFTQRIV

.. KPM

ERGPGLK
KGK
KSK
K

TQE

LPA

KPL

BAGE
INAGE

ey ey i

ok ok ok kok | k11

* kk kkkk |k

144
147
148
150
150
147
143
146
149
149

224
227
228
230
230
227
223
226
229
229



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GC0O85 RSO7730 WP 011213805.1
1083436 ACLIN3 RS05465 WP 411566255.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1083436 ACLIN3 RS05465 WP 411566255.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1083436 ACLIN3 RS05465 WP 411566255.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

(ErALCABlY Eéaé R0yeFRees DR m .¢§ v%KA‘?"ABFiRM\E&\

PI Gﬁ LEKA\TA FSRTLAT F AG P
BPI G
PIﬁGD

LINKANIT A FSRTLAT FAAG P
K WIAR FAAGVPLVD L STAGAJGN
FAAGVPLVD IL, STAGA GN
LEKAAIARF RTL lTFAAG PLV AL WAGA GN
LWKAEY AR RTLATTFAAGVPLVE]AL VINEYAV[EYGPEK
LMK B ARF RTL TTFAAGVPLVDAL SPAGA GN
MKAWTIAR SRTLATTFAAGVPL DAL.STAGA NNE YE
MKANIAR SRTLATTFAAGVPL DAL STAGA NN
kokokokok D okok |k | ! * 1 [ 1k okokok ok | okok ok kokok | okok ok

I13GD

AGH B P G
ETIFGEL P GE
A§F V@ P GD

i G AIN F/WA J4R S| FRBJY DRL

koK ok ok Kok Kok Kok k ok kK k

ks ROl

F2s /\/\K

* % k

24 R gt

[ LL‘Q

QMVHIGEESGE
QMVEIIGEESG

QM IGEESG LD MLIYKEVAIXFYEINEVDNAV{EINL FAy
QM§ IGEESG LD MLIYKEIAIXEYEINEVDNAV{ERWT FA

I T

el WPk,

406
407
408
AMYLP F LG 410
AMYLP F LG} 410
406
402
AMYLPIF 405
AMYLPIF 408
AMYLPIF 408

%k %k %k k %

Dkookok o 1o 1 x|

X non conserved
B similar
> 507 conserved

H ol okl s

303
307
308
310
310
307
303
306
309
309

383
386
387
389
389
386
382
385
388
388



