logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
1245
1214
1211
1334
1389
1427
1083
1130
1124
1123
1165
1142
1205
1074
1022

consensus

<—
>

T 5L Bl e, ey

AKKCK . KeEE] EKKFD,EEg%KALééAL@.

KWw2 RS01765 WP 011675413.1 MRLG
KZH43 RS08665 WP 001085462.1 . IMRLG
SPD RS09265 WP 001085462.1 . IMRLG
SPR RS08825 WP 001085462.1 . IMRLG
SP RS09750 WP 001085462.1 . IMRLG
SM12261 RS08315 WP 078228268.1 . IMRLG
SMSK321 RS11065 WP 001085454.1 . IMRLG
SMU RS09530 WP 002262392.1 . MRLG
Spy49 1753c ACI62003.1 . MRLG

BSU 16940 NP 389576.2 IM LG
LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1

C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1

RS RS02760 WP 011000510.1

39 AACH39 RS00775 WP 215776737.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1

ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1

IEK[MFGKG IMRLG
IEK@NFGKG IMRLG
IEX[NFGKGH MR G

NN nnnn nkln B KN NN NN N NN n

skk o bk D] kskk

LD
LD

GSLELD
GSL LD

GSLBJLD
S

T
E

VoY
Iy

ALGMGG)P
ALGIGGMP

FULkx L sl 1l 1]

(]




logo

VY
|

d

AD%LVBS Al

L0 ATt RN o e L)

¢

NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT IDISIL,IL, 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANAQKIAGGINNAFIDAEHALDPI\YARWALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANRAQKINGGINNAF IDAEHALDPI\YYAEWALGVN DELL SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKPDIGGIWNAF IDAEHALDPIAYARWALGVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL QPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMMLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRUQKNGGIWNA IDAERJA DPICYAWWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ANENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNGSNDELL SQPDNGEQALET} 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NgYD Ll SQPDIYGEQALEIY 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy SQPD GEQALEI)® 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMQOKINGGUIMAF IDAEHALDE:I Y AISHL.GV Y L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQKYYGGIWNAF ID AEHARGDIgNsIY ABSLG N EL SQPDRIGEQALETIfA 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AN KGTFENEAF TDAEHALDPYY AYLGVNIDELL SQPDRGEQALEI[® 156
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT ISAFIDAEHALDMNYAYLGVIH [§ LL SQPD GEQALEIM 148

NTDB id 108339 AACH39 RS00775 WP 215776737.1 EIYGPESSGKTT IN¥A IDAERJALDP)YY A[RAL GV} SQPD GEQALEI[e 143
NTDB id 1130 NGFG RS03960 WP 003688695.1 GPESSGKTT \UAF DAEHADPYJY ARASL G V)Y SQPD GEQALEI(e 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 GPESSGKTT VOAF DAEHARDPNY ARINL G V]S SQPD GEQALEI[® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
consensus

GPESSGKTT VMAF DAEHAR

I

I

I DPYJY ARSSL G V)Y SQPD GEQALEI(e 140
I GPESSGKTT SQPD GEQALEI[® 139
I GPESSGKTT SQPD GEQALEI[e 139
I EIYGPESSGKTT SQPD GEQALETIpN N 139
I EIYGPESSGKTT INSAFIDAEHALDPNYARASLGV SQPDRIGEQALETIR 139
I EIYGPESSGKTT Q INSAFIDAEHALDP[NYAIRASLGV SQPDBIGEQALETIH 139
dok Dok LT Dbk b sk | U Pk DD D] H Plskokokokok Dofokok DD Dok DD Dok Dok D ok skokok Dokokok |k




DDVl

50, 50V LR Sl UL FOCETTTC

NTDB id 600 KWw2 RS01765 WP 011675413.1 VV DSVAALVPKAEI G MGDSHVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP AEI GDEGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP AEI GDEGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEI GDMGDSHVGLQAR 217
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP AEI G MGD HVGLQAR 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDSWEGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALWNPKAEI GDMGD[NHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWNPKAEI GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWPKAEI GDMGD@HVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWPKAEI GDMGDS  GL[AR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALQPKAEI GDMGDSH GLQAR 235
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI G MGD [WJGLQAR 227
NTDB id 108339 AACH39 RS00775 WP 215776737.1 VVDSVAALVPKAEI G MGDSHVGLQAR 222
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALPKAEI G MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALIWPKAEI G MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAEI G MGD HVGLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWWPKAEI G MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAEI G MGDSH GLQAR 218

consensus

AT Lkox e Lkl |



TR Peeheenl, Y ee FLametva. D1 LAY
OVRLDRR: - ey WETRORNKIRUL  Ficherl Y. e Flumetvme D1l A VY

NTDB id 600 KW2 RS01765 WP 011675413.1 MGSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K| SDLIERIKVAA[CFNAERIK 311
NTDB id 228 SPD RS09265 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K SDLDERIKVAA[CFNAERIK 311
NTDB id 194 SPR RS08825 WP 001085462.1 BIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K| RINAD I TIMKINGAWY S Y)iS 311
NTDB id 159 SP RS09750 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K SDLDERIKIAA[CFNAERIK 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 MIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K| SDLDERIKVAA [CFNAERIK 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K| RINAD T TIMKINGAWY S Y 311
NTDB id 408 SMU RS09530 WP 002262392.1 BMIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K SDL GRS QIMA Y NINERYN 311
NTDB id 453 Spy49 1753c ACI62003.1 BIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K| 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 BRAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R PTKVGNDA KVKNKVAPF G| 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH IMKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH IKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 RISLSDTGKIKDKSGEYV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1427 RS RS02760 WP 011000510.1 BRIIGS....I.KKGBEV KVVKNKVAPPF IYGG S D 302
NTDB id 108339 AACH39 RS00775 WP 215776737.1 RIGG....I.KKGEEV KVVKNKV PPF TIRYGEGIS E| 297
NTDB id 1130 NGFG RS03960 WP 003688695.1 BRITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 BRTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 BRITGS....I.KKGEBEV KV KNKVAPPF D 294
NTDB id 1165 A1552VC RS01565 WP 000344154.1 BRTGA. .. .I.KEGEEV KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 BRTGA....I.KEG KVVKNK AIPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 BRTGA. .. .V.KEG KVVKNKVAPPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IR IGQ....V.KEG KVVKNK APPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIGQ....V.KEG KVVKNK APPF D 293

* 11

*x %k | %

YR N

consensus



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 LDDSEVAETEEETTASKTKAKAKKEEKAVETEETELELED. . . . .
269 KZH43 RS08665 WP 001085462.1 IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK. .. .... ETDEK. .ADKNLVLELDDTIELE
453 Spy49 1753c ACI62003.1 LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL .EFE.E. .t vttt e,
625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST.....EE............
1313 DR RS12030 WP 010888966. 1 MAATRAGNAGEAPALAPAPAAPEAAEA . . o v oot e
1245 Cj1673c YP 002345041.1 QNSMEMEGMI. . . .. SGSEDDEGE. .E . o vt et et
1214 NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDEPLE. .EME. . ...t vot et
1211 C694 RS00795 WP 000963128.1 SNEEI..... MPLPDEPLE. .EME . .« ottt
1334 RAOC RS04870 WP 004918236.1 DT/ GRANCRDTVRELEKD AR ABIEAKBIEKLQAK . . o o oo o e e e e e e e e e e e e
1389 A4U84 RSO7560 WP 021112712.1 KBEQE@INTLESNPNS. . . .. VLKATASDSNDESDVE. .EFSEEEL. ..........
1427 RS RS02760 WP 011000510.1 Al A RAMEN KIBIEHLEMTPMG . . . . . AVTLAEEVEED . . ot vttt oo
108339 AACH39 RS00775 WP 215776737.1 ARA QDR KWIETVEMTIAN. . . . . SEDG...... GDPE....TLEDSVL...........
1130 NGFG RS03960 WP 003688695.1  GALGReIalclmivEVEBAKIA IS DA A KBIALNEMEMHT . . . . . TEGTQDETDGERPE. . . .E. .\ oo e
1124 NGFG RS03960 WP 003688695.1  GALGReXalcomRyv R vEBAK I i3t S Bhall A K BIA L NEMEMHT . . . . . TEGTQDETDGERPE. . . .E. ..o
1123 0K783 RS03845 WP 003688695.1  GALGReXalcHoni v VEBAKIA\ 1301 S DA A KB A LNEMEMHT . . . . . TEGTQDETDGERPE. . . .E. o oo
1165 A1552VC RS01565 WP 000344154.1  GDiGREIAICHANINC KEBRKIAI3obiA K TIBK KMIEMLLNPENM.. . . . . QLIAETSSAADDVEFG..AVPEEF. ...........
1142 GTF74 RS11550 WP 000344154.1  GDiGREInIcHANINC KEBRKIA\I3ohiA K TRBK KBIEMLLNPENM.. . . . . QLIAETSSAADDVEFG. .AVPEEF. ...........
1205 PSJM300 05545 AFN77183.1  GSEeXela(elAIWNA KEBAEIANIIC QB Q QIAKLLETSAN . . . . . TKATPVAEDLADAD . . .. T v veeeeeeeenn
1074 ABD1 RS10195 WP 000344167.1 GNLGXen[cBNNV I RMF E\NERABAER NBIEQLLTTGTN . . . . . GAVQ.I.EDEEEPD....LLLES.............
1022 ACIAD RS06390 WP 004925639.1  GNIGXCIa(eMNIV I RESAEIA\=ENIS TioheBA VIBIEQLLTKASD . . . . . QTAA.HDETEEEPD....LLES.......ovu...

consensus

VARt EonEes ﬁgEQESEvEKEEAkvV@EEV LPLcPELEIE

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
352
351
348
348
348
354
354
347
349
349



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 . 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 Ce 372
NTDB id 1427 RS RS02760 WP 011000510.1 C 352
NTDB id 108339 AACH39 RS00775 WP 215776737.1 ... 351
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 o 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 1165 A1552VC RS01565 WP 000344154.1 C 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 C 347
NTDB id 1074 ABD1 RS10195 WP 000344167.1 C 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
consensus

X non conserved
B similar
il >50% conserved



