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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 MRTGMFALALGLLILRFLPALP........HAGWLLVMLVLALMLLPFRT....YPLAFFLLGLSWACISAQWALDDRLR 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFRW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 PALDGETRWLEGRVVGLPQQTDTGVRFELADS.RSRKARLPKRIRVSWHG....................GPPVRSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 RLAVTLRRPSGLLNFHGFDHEAWLLAQRIGATGSVKDGERLVPAR..............SALRDSLRQRLMTADAQ.SHE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAAS............SGAWRDRLRQRLLTVEAH.GRA 194
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LAGLFILGYAVLWVALMAGLLWRRSFGMLARYWLGCIRTWPLPLQRSRMLPAWQLRPAWGAACVGAL
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 GALAALVLGDGSGLRAEQWQVLQDTGTVHLLVISGQHIGLLAGLIYALVAG.......MARYGCWP..RSLPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 AFAAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGAWWPLLLAFNGVLLLEPLASLQPGFWLSFAAVAVLVLTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 R.......L.......GPWGVWQAWTRPQWLIAIGLFPVLLVLGLPISLTAPVANLFAVPWISLVVLPLALLGTVLLWVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPG..GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 LIGDSLLWLAGGA..LEGWFQVLALLAGQLPAWTPTQVPLAYWLLSLLGAVMLLLPKGVP...FRLLGWPLLLLAVFPPG 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGL..LAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPD 486
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NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 ESVPHGQVMVVQLDVGQGQALILRTRNHALLYDAGPRSGAV.DLGARVVLPSLKKLGIERLDMLLLSHADADHAGGAPAI 563
NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
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NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 ARGLPIRRVVGGETEGL.......PASLGAEPCSSGERWEWDGVSFALWQWS......DATSGNAKSCVLQVQANGERLL 630
NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLL 632
consensus ***!** ********* ****** ! *!*!! !**! ! ** * !***!**!!!! * *******

logo LATGDIGDARSQAQAEAHRAL ILVADAEAGTGPELMAERLVMNPTARDI
WLQLVAPHHGSNRTSSSSAGKAPVFVLADQRALVSAPADKQGSVVAVLFIQSVRSGRSYGHRNRAYFGHPHSPAQVI

L
W

E
K
QRLYGKQANTALRGAISRE I

L
R

H
L
Y

NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 LTGDIDSAAEHALLD..TPLAVPTDWLQAPHHGSRSSSSKPFVQRLAPKSVLISRGRGNAFGHPHSQVIERYKTLGSRIY 708
NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
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NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1083324 ACLIN5 RS16975 WP 411565364.1 DSAEQGAVRLQLGAFQP..AVVARSQRRFWREPLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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