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NTDB id 600 KWw2 RS01765 WP 011675413.1 I EIYGPESSGKTT 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPEYY ARRAL GVN 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANBQKINGGINNAF IDAEHALDPIYY ALWALGVN 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEYY ALWAL GVN 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ARPAQKIAGGIWNAF IDAEHALDPEAY ALWALGVN 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPEYY ALRAL GVN 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANEAQKDIGGINNAF IDAEHALDPIYY ALWALGVN 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQENGGAENAF IDAEHALDPYYARIMLGVN  ELL 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQK[NGGIWIA IDAEJA DPJYAWWALGVN D LL 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ARENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALET} 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINMQKINGG\f¥AF IDAEHALDPUY ANSYLGVNID LFj SQPDIJGEQALEINY 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AIMEOKINGGUASAF IDAEHALDUAIY AJQUL.GV iy I SQPD GEQALEI)® 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMQKNGGUAMAF IDAEHALDY Y AJQALGV gy 1 SQPD GEQALEI)® 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQKYGGIWAAF IDAEHAIGDINSIY AIISLG N EL  SQPDGEQALEIfA 148
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT ANEQKNGGUAMAF DAEHAIJDPYYY AASL G VI SQPD GEQALEI(e 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT ARNGOKNGGNASAEF DAEHADPMUYAJASLGV)S ELM SQPD GEQALEI[S 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT ARNGOKINGGUASAE DAEHAJJDPAUY ASL G Ve SQPD GEQALEI[e 140
NTDB id 1083191 ACK3CO RS00455 WP 012337558.1 EIYGPESSGKTT AMNEQKISGGINIAF IDAEHALDPMY A[QSLGVN SQPD GEQALEIM 139
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT AIUQKIAGGINUAF IDAEHALDMNY AMIMLGV]{ [§ LL SQPD GEQALEIfA 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT ANQKEIYENEAF IDAEHALDPYY ALGVNIDELL SQPDRJGEQALEI[® 156
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT ALWAQ 1HGIQNMAFIDAEHALDPWUYAJQSLGVN DELL SQPD GEQALEI[S 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[e 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALETI 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDRIGEQALETIfA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIpN 139
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NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 218
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NTDB id 1083191 ACK3CO RS00455 WP 012337558.1 V DSVAALWPKAEI G MGD GLQAR 219
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 311
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 310
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 291
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 293
NTDB id 1313 DR RS12030 WP 010888966.1 R PTKVGNDA KPVKNKVARPF G 306
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF M GEG S [|JAGEL 2N 293
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BNKVVKNKVAPPF IM GEGIS [AGE DAY 295
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS [|9GE DM 295
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S JGE |y 306
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF TIMYGEGIS[JAGEL |y 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF IIMYGEGIS|JAGEL |y 293
NTDB id 1123 OK783 RS03845 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF IIMYGEGIS|JJAGEL |y 293
NTDB id 1083191 ACK3CO RS00455 WP 012337558.1 RIGA. .. .I.KKG KVVKNK APPF IMYGEGIS [@GEL | 294
NTDB id 1427 RS RS02760 WP 011000510.1 MBIGS....I.KKG KVVKNKVAPPF IMYGRAG S IGE ' ' 301
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV. .. .V.KDG KVVKNKVAPPF IMYGEGIS [SEL s 309
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEG KVVKNK APF D 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IMBTGA....I.KEG KVVKNK ARPF D 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIGQ....V.KEG KVVKNK APPF D 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 292
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 292
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