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KIKTGAHICPLCGRPQASAVHAEVCARDCEAVWKRSTR IDRD
NTDB id 1083027 ACK3B6 RS18310 WP 202852881.1 MRNETGGGSKKLICLLCDSQFSQAVSWCSLFSLKPDDRVCQSCRNKLQIIKGAICPLCGRPQAAHEVCADCEAWKSRIDD 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus ! !! !!! *!!!!!!!!!!!!! !*!* !! !!!!**!! !!! !! ! !*!!!!!!!!! ! !! !!! !**!! !
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NTDB id 1083027 ACK3B6 RS18310 WP 202852881.1 GLRLSQNRSVYLYNDMMKETLARMKFRGDAAIISAFKNDFSSEFSAVYPDKRLVLVPIPLSEERKAERGFNQSQMLAECL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus ! ! !!!!!! !!!!!!!!! ! !!!!!! !! !!! !!!! !! !!!!!* !!!!!!!! !! !!!!!! **!!!!!
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VFDETKNNSSAVEGMDNI IVL IDDLYTTGATLHFYAARCLLEKGKAAGSVSSFTL IVRS
NTDB id 1083027 ACK3B6 RS18310 WP 202852881.1 NRPILNPLIRLNNEKQSKKKKMERLLSEHVFETKNSSVEGMDIVLIDDLYTTGATLHYAARCLLEKGKAGSVSSFTLVRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !! **!!!!!!!!!!!!!!! !!!!!! *!*!!! ! !!! !*!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!*!!
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